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® Cloned Genes - Instant Designer
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1. Enter project information (Optional)  Defautt project name will be given if not specified
ADTE >
R[ULBAHEHMET=a
TILECSHRZEN

2. Tag this project (Optiona) @

3. Select sequence input method ¥ Download Excel template.
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Check Status X

One or more sequences need attention before they can be imported. Click
on & Configure to identify and address errors. If you would like to apply
same configuration on multiple sequences like Optimization or Cloning
parameters, you can do this by selecting the sequences and click on

& Configure Selected.
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@

Tl Delete Selected

DMA or Protein Sequence

Bequence Name
= ° Important Information for Cloning and Protein Sequence(s) @

test-_1 atgtacaggatgcaactccigictigoatigeactaagictigoactigicacaaacagigoacc tacticaagt totacaaaga aa. .

iy

BL5Z& A A (15 EE . 100~5,000 bp)
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5' Region (Opticnal) @ 3' Region (Optional) @

ACC Click to enter 3' region
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KozakBe 5! (5 : ACC) % &

& RER%| £ &K T100-5,000 bp
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Everything looks good! X

All uploaded sequences have passed our initial checks and are ready to
import. You can continue with your configurations on individual sequences
in the next step. If you would like to apply same configuration on multiple
sequences like Optimization or Cloning parameters, you can do this by
selecting the sequences and click on & Configure Selected. @
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Configure gene synthesis

Add sequence Select vectorand deivery cuant s
ery quantty. @ Informational: Configure your gene synthesis and our instant validation will provide the i = S sch J— 3 = | 18 A = €3 (=1 —] .S \
Mising o vector? status of product compatibilty for your ssquence. A p 1BI1= ~Ko0Zza D Z (=) < KOza <S4 =P sl o
B et
|Sundnrdw)q -
TR CTCTOTCTTCOATICEACTAAGTC TECHCTTETCACAMCASTCCACCTACTICAAGTTCTACAAGAACACASE
View vectornfo Cloning quide. | TCOTACATGTCCTACET TG A AT AT CACAACETAKCAGTETTTCACTGoAT oM TCMGATET TCTTTTCTeTce
| I T e e e
AT GEATITAC T TTACKGATCATT A TCCAATAATAKTTACAGATOCCAMCTCACCACATECTCACATITAKGTT
| e A AT A AT KA AT A TG CCTACCACTCTAKTTCAA
. -

ec o » 30 " = ‘o 7o s %

o Edts and ' rogions

TTACATGCCCAAGAAGGCCACAGAACTGAAACATCTTCAGTGTCTAG CTCARACCTCTGRAGS
AATGTACGEGTTCTTCCGGTCTCTTGACTTTGT AGAAGTCACAGATCTTCTTCTTGAGTTTGGAGACCTCCTTCAL

Apply changes to all sequences @ £ 7o £ m T £y Py BN £
Ao & homhzn e e
O GUCATGATTCCTTTICTOMCATCATCTOMOCTCACTTC) Y
ACTCTGTCGTTGS b ACCTA ACAG :
Cloned Ge - Instant Designer
Cloned Genes - Instant Designer . .
Review Optimize (opticnal) Order
Review Optimize optionay Order
\
2023ABEKND Sequenfle View  Plasmid View  Quality Graphs Status %
2023ABEKND SequenceView | Plasmid View | Quality Graphs Status @ Optimize sequence @ v
Optimize sequence @ Add sequence ~ Optimizs your sequance for better expression i
@ Success: Sequence is 0 ized. Qualified for Value or Prime gene synthesis
Add sequence Optimize your sequence for better expression i ) ) or to fix petential problems.
@ Informational: Gonfigure your gene synthesis and our instant validation will provide the
o to fix potential problems.
status of product compatibility for your sequence. ~
B test-1 B test- 1 @ Please select a Host Organism and ORF to ACCGGATECAGCTG[TGAG{TGTJ«T(CC( TGTCTCTGGCCCTGGTCACAAATAGCGCCCCTACCAGCAGCAGCACCAAGAAAACACAGCTGL
- © Please select 2 Host Crganism and ORF to optimize your ssquence TGGLCT ACGTCGACGACTCGACATARCGGEACAGAGACCGREACCAGTGTTTATCGCREGGATGRT CETCGTCETGRTTCT TTTGTGTCGACG
optimize your sequence. BsrGI JM O YIRJMFQ)L)L)S)C)T A)L)S)L A)L)V TIN)S AYE T )S)S)S T/ K)K Ti@)LQ
ACCATGTACAGGATGCAACTCCTGTCTTGCATTGCACTAAGTC TTGCACTTGTCACAAACAGTGCACCTACTTCAAGT TCTACAAAGAAAACACAGT
TTGGTACATGTCCTACGTTGAGGACAGAACGTAACGTGAT TCAGAACGTGAACAGTGTT TGTCACGTGGATGAAGTTCAAGATGTTTCTTTTGTGTCG
Home sapiens - T vIRFHIG) L) L) STCIT) AJL)SIL Al LIy THWb S AN T/s)s)s TIKIK) THOU Homo sapiens - |‘e zla 1‘9 4‘& "e 'Ia 'Ia a‘a ;e m,
5 5 7
Pstl
I 4-465 - e o o @ = o o = = | 4-465 - AACTGGAACACCTCCTGLTGGACCTGCAGATGATCCTGAACGGCATCAACAACTACAAGAACCCCAAGCTGACCCGGATGCTGACCTTCAAGTTCTACAT
TACAACTGGAGCATTTACTGCTGGATTTACAGATGATT TTGAATGGAATTAATAATTACAAGAATCCCAAACTCACCAGGATGCTCACATTTAAGTT TTGACCTTGTGGAGGACGACCTGRACGTCTACTAGGACTTGCCGTAGT TGTTGATGTTCTTGEGGT TCGACTGEGCCTACGACTGGAAGTTCAAGATGTA
ATGTTGACCTCGTAAATGACGACCTAAATGTCTACTAARACTT ACCTTAATTATTAATGTTC T TAGGGTTTGAGTGGTCCTACGAGTGTARATTCAA WL £ HILILIL)D)LYGIA) T) LIW 6 TXNIR Y KINNE) KJ L TIRIHIL T FIK F ¥ [H
Clear Apply UL E WU LLDLIOM I LEN ) IFNIN Y KNP K) L TIRIMIL T F K F J
Clear Apply : . . : : . . . : .
o e o o 1 L o o e W ] L 40 58 60 ] 158 58 206
Xbal GCCCAAGAAGGCCACCGAGCTGAAGCACCTCCAGTGCC TGGAAGAGGAACTGAAGCCCCTGGAAGAAGTGCTGAATCTGGCCCAGAGLAAGAACTTCCAC
TTACATGCCCAAGAAGGL CACAGAACTGAAACATCTTCAGTGTCTAGAAGAAGAACTC AAACCTCTGGAGGAAGTGCTAAATTTAGCTCAAAGCAAA CGGGTTCTTCCGETGGCTCGACTTCGTGGAGGT CACGGACCTTCTCCT TGACTTCGGGGACCTTCTTCACGACT TAGACCGGGTCTCGTTCTTGAAGETG
Protect I it (i}
rotect my cloning sites AATGTACGGGTTCTTCCGETGTCTTGACTTTGT AGAAGTCACAGATCTTCTTCTTGAGTTTGGAGACCTCCTTCACGATTTAAATCGAGTTTCGTTT BB EIE A T LK B LI E L ) B EVLIKII L E) EJVICEND L) A0 SYKEN F )l
FYIMEEDKIK A T E LUK W LI@CIL E E E/LKIEIL E EJVILIN L AT s) K1 Protect my cloning sites [i ]
Protected Regions ° 20 218 e 238 28 25 %8 b0 280 259 2‘ o 25“ I’ 7“5 2‘55 EAB 7':'0 7{‘&5 21% ]0@'
Protected Regions [ ] AvrIl
Motifs to Avoid o AACTTTCACTTAAGACCCAGGGACTTAATCAGC ARTATCAACG TAATAGTTCTGEAAC TARAGGCATCTGARACAACATTCATG TG TGAATATGCTG Stul
TTGAAAGTGAATTCTGEGTCCCTGAATTAGTCGTTATAGTTGCATTATCAAGACCTTGATTTCCCTAGACTTTGTTGTAAGTACACACTTATACGAC CTGAGECCTAGEGACCTGATCAGCARCATCAACGTGAT CGTGUTGEAACTGAAAGGCAGLGAGACAACCTTCATGTGOGAGTACGCCGACGAGACAGL TA
{0 f AT ERENRD 0 Y LTy S ENY TR VITY VYL ETLYKD GIS0 E/ T/ T FERNCIE) Y) A D Motifs to Avoid e GACTCCGEATCCCTGGACTAGTCGTTGTAGT TGCACTAGCACGACCTTGACTTTCCGTCGCTCTGTTGGAAGT ACACGCTCATGCGGLTGCTCTGTCGAT

(LRI 0 LY L SO TN VY IV W) L EJLIK) GIS E)T)T FOMFCI E Y AJD)E )T, AT

109 118 B 3 " 150 360 m 1
I XY ATGAGACACCAACCATTGTAGAATTTCTGAACAGATGCATTACCTTTTCTCAAAGCATCATCTCAACACTGACTTCA B e ! s . . e o . e
J TACTCTGTCGTTEGTAACATCTTAAAGACTTCTCTACCTAATGGAAAACAGTTTCGTACTAGAGTTGTGACTGAACT Loome x N B - b B o - -

BE T A TIINVE FILENIR W)L T FICHSIININS TIL T « Cloring ste Agel
CCATCGTGGAATTTCTGAACCGGTGEATCACCTTCTGCCAGAGCATCATCAGCACCCTGACCTGA
GGTAGCACCTTAAAGACTTGGCCACCTAGTGGAAGACGGTCTCGTAGT AGTCGTGEGACTGEACT Legend: x

TV E FIUINRRS WID 7 FICEE SYIDI)S) TIL) T = .
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Review Optimize (optional)

2023ABEKND Configure gene synthesis

Add sequence =

Select vector.

(? Edit 5' and 3' regions

Apply changes to all sequences @

PO = B

6

Order

Sequence View Plasmid View Status &

0 ‘Warning: You made changes to the configuration. When you're ready, clicking on 'Apply and
Analyze' will apply them.

mACCGGATGCAGCT GCTGAGCTGTATCECCCTGTCTCTGGCCCTGRTCACAAATAGCGCCCCTACCAGCAGCAGCACCAAGAAAACACAGCTGCAACTGGAAC

\TGGCCTACGTCGACGACTCGACATAGCGGGACAGAGACCGGGACCAGTGTTTATCGCGGGGATGGTCGTCGTCGTGGTTC GTGTCGACGTTGACCTTG

FHY v TRHE0H L) LY SYCYTIAILYSY Ly ALY V) TIND S ABBR TiSY SIS TIKVK: T L L EH
T T T T T T T T T T "
e 20 38 48 58 68 8 a8 98 108 e

Pstl

ACCTCCTGCTGGACCTGCAGATGATCCTGAACGECATCAACAACTACAAGAACCCCAAGCTGACCCGGATGCTGACCTTCAAGTTCTACATGCCCAAGAAGGCCACCGA
TGGAGGACGACCTGGACGTCTACTAGGACT TGCCGTAGTTGT TGATGT TCTTGGGGT TCGACTGGGECCTACGACTGGAAGT TCAAGATGTACGGGT TCTTCCGETGGLT
HL)LYL)D)LYQUM) I LYN) GYITYNYN' Y)KYNWED K) L TYRFMY L' T FJK F YYHIBD KV K A T E

r T T T T T T T T T T
e 120 130 148 150 168 170 180 1% 208 218

AvrIL

Stul
GCTGAAGCACCTCCAGTGCCTEGAAGAGGAACTGAAGLCCCTGRAAGAAGTGCTGAATCTGGCCCAGAGCAAGAACTTCCACCTGAGECCTAGGGACCTGATCAGCAAC
CGACTTCGTGGAGETCACGGACCTTCTCCTTGACTTCEGGGACCTTCTTCACGACTTAGACCGGGTCTCGTTCTTGAAGGTGGACTCCGGATCCCTGGACTAGTCGTTG
ELyKJHYLYQyCIL E E EJLYKNPY L E EJVJLENYL AYQ) SYKYN F/HJLYRIPYR) D)LY I) STNY

T T T T T T T T T T T
220 230 248 250 260 278 280 298 100 38 12

Agel
ATCAACGTGATCGTGCTGGAACTGAAAGGCAGCGAGACAACCTTCATGTGCGAGTACGCCGACGAGACAGCTACCATCGTGGAATTTCTGAACCGETGGATCACCTTCT
TAGTTGCACTAGCACGACCTTGAC 'CCGTCGCTCTGTTGGAAGTACACGCTCATGOGGLTGCTCTGTCGATGGTAGCACCTTAAAGACTTGGCCACCTAGTGGAAGA

ITERP ¥ T) V)L ETL)K)G)SYE,T,T FIMBCIE)Y)AJD)E)T)A)TJIPNIE FILONDROWYIII T FE

T T T T T T T T T
33 340 350 360 e 380 ) 408 410
GCCAGAGCATCATCAGCACCCTGACCTGA
CGGTCTL CGTAGTAGTCGTGGGACT GGACT
BN IS TILV T =

n Protected Region
B e s

448 438 460

Cloned Genes - Instant Designer

Review Optimize (optiona))

2023ABEKND Configure gene synthesis

Add sequence ~ Select vector.

Missing a vector?

& test-1

peDNA3.4-TOPO -

View vector info | Gloning guide | Kozak guide

P Edit 5 and 3' regions
Apply changes to all sequences ©

Apply & Analyze

Order

Sequence View  Plasmid View

@& Success: Dowrffad and review cloned construct genbank file. Sequence is optimized.

Qualified for Veffle or Prime gene synthesis

\CCATGTACCGGATGCAGCTGG] CTCTGRCCCTGET G GCAACTGGAAC
GBTACATGGCC TACGTCGACI CTCGACATAGCGGGACAGAGACCGGGACCAGT 6T TTATCGOGEGRAT GETCGTCGTCG TGGTTCTTTTG TG TCGACGTTGACCTTG
SYE)T) ATL)SID) AJEIV) TIRD'S) ANED T1S)5)S) TIK)K) TIOD RO ) EH

T T T T T
@ El &0 n ®

o

190 e

GTCTACTAGGACTTGCCGTAGTTGT TGATGTTCTTGGGGT TCGACTGGGCCTACGACTGGAAGT TCAAGATGTACGGGT TCTTCCGGTGGLT.
TTYRYHD ¥ KENFE K) L) TIREMI L) T F 1K) F Y IHREDKIK) A T E

150 150 "0 150 15 B 2
AvrII

e 120

GCTGAAGCAZITCCAGTGCC CTGAATCTGGCCCAGAGCAAGAACTTCCACCTGAGECCTAGGGACCTGATCAGEAAC
CCACWCfAGA‘.TCACWCCWCTCCTFCACWCM&CACCTFCWCACGACTFAG«CCCI&TCTCGTFCWCAAC&TGA‘.ACTCCWTCCCTWCTAGTCGWG
(DA}

ELIK) KIP) L) E EI V) LEN) L) ATQ) SIKJN) F H) LyRIPIR) D) L) T) S IN)

260 e 20 20 300 a0 20
Agel

VITIV) L) ESLIK) GIS)E) T) T FIMIC) E) Y) AJD)E) T) A) TIEJW) E) F CENNRIWIE) T) F §

"CAGAGCATCATCAGCACCCTGACCTGA
GGTCTCGTAGTAGTCGTGGGACTGGACT
I SITIINS) TID T+

Cloring Site

(o [N
[ [

410 s 50
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@ [add-on, fast delivery, plasmid prepl&%2')v%

@ Delivery Quantity® ¥&01) v oL, CHEDBE - EHRT—ILEEIRL, SavexV')vy

é Y

@ Delivery Quantity (#8529 5T 3 AIFE) [ZDULVT:

T4 JLIE5 pg lyophilized plasmid DNA, Research Grade T3, SR T o avIZlERAEZEE A,
Best Price Ordering X Tips to save time and money X LEEDh, Optlonﬂﬁt'.'\ (*4%7’3‘;79?'4 *£9) T RTI3 :/7\1/_|:0)7)5XE P%j’SEUL\T:Tf('J’aE'a—O
Instant Designer™ will automatically select the best price and Tip #1: Save time with transfection-ready plasmid. Simply order a *ﬁﬁg E% (:{Eﬁ j—ékﬁ%ﬁ 0) i%%i&;fll \<O7b\*E¥E7§§o:¢gL \i-;—o 1 00 “g%%o) Eaﬁh‘\& L) i-d—bis

fastest production time for your sequence and configuration. plasmid prep for your cloned gene by selecting the delivery :*L'i E ff{%%ﬁgf'i& L} 35‘&'&0

quantity under add-ons.

Sequence optimization with the GeneOptimizer™ algorithm

sy N i N > N N
may be recommended to improve protein cjaicasaie % 0)1&0) ;§§¥%&]§EUL \f:f: ['}'i-;—b\ S TEE%?‘?&) L,—C ll \i-;—o
decrease complexity. Tip #2: Sequence optimization with the GeneO
/‘ ’ IJ \\J ’ algorithm may be recommended to improve pr{ ’ IJ “J /‘ ’
Constructs with low sequence complexity b: decrease complexity. Constructs with low sequ:
production time and lower price. benefit from faster production time and lower price.
Don't Show Again l Don't Show Again (

“\
[ o | @ Add-on Services S
. s Choose the delivery quantity and add-on services for your cloned genes. B Delivery Quantity
4 . )
) Delivery Quantity | Sug dried plasmid DNA "
| Spg dried plasmid DNA nger Sequencing [ ] .
T @ TSE-Free @ > 5pg dried plasmid DNA
Cloned Genes - Instant Designer Production Time
Standard - Glycerol Stock @ ] o
TE, up to 100ug yield (midiprep)
Review Optimize (©ptiona)) Order Stack Agar @
TE, up to 500pg yield (maxiprep)
Your Sequence Configuration Your Products @ Suggestions Canee! e TE, Img yield (megaprep)
Add sequence ~ TE, 1-10 mg yield (gigaprep)
[l Choose Add-on, Fast Delivery and Plasmid prep for seleoted B Delete Selected Add-on Services X . .
TE, 10-15 mg yield (2x gigaprep)
o ® Choose the delivery quantity and add-on services for your cloned genes.
test-_1 465 b JPY 19,600 i idi
P \ Optimize this sequence for ° Delivery Quantity H20, up to 100pug yield (midiprep)
pcDNA3.4-TOPO 8 business days better expression | TE, up to 100pg yield (midiprep) Sanger Sequencing
: . ' ! , up to 100yg yield (midiprep) - nger Sequencin
Spg dried plasmid DNA, Research Grade add-on, fast delivery, plasmid prep . ToE-Free © M H20, up to 500ug yield (maxiprep)
' Standard Y Glycerol Stock @
Stock Agar @ H20, 1mg yield (megaprep}
71)99 !
\ J coneet E H20, 1-10 mg yield (gigaprep)
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Order5sE TE T

1) [Add to Cart]&%')w%

Q@ BHEEOMGETHE

mLEEE BRI DEXFREERH ]I

MY DIERE SRR =FZITFET

i EE E=R

Locus  est 1
FERTURES
prosocer

priser_bind
e M For\orime pinding\site”
Jneifhey-"2

s 247,188

=21
prisen bind  cosplenent(1287..1309)
/abeL="peDIAY. 0\ rev \oriner binding\site”
Juntifkey="28

s a8 2119
LTt
Jneifkey

promter 2558, 255

. 5148)
5

6150)

I e
as 5. 1206
Naber=rons
orTe
1 GITAGGCGTT TTGCGCTGCT TCGCGATGTA CGGGCCAGAT ATACGCGTTG ACATTGATTA
TACT ATTARTAGTA ATCATTACG GSTCATIAG TTCATAGLCC ATATTGEAG
121 TICc C CCGCCTGACT GACCGCCCAA CGACCCCCGL
151 COATIGACGT CAATAATORC GTATGTICCC ATAGTARCEC CAATAGGOAC TTTCCATIGA
241 CGTCAATGGG TCGAGTATTT ACGGTAAACT GLCCACTTGS CAGTACATCA AGTGTATCAT

Il RE BT

>test-_1
ACCATGTACCGGATGCAGCTGCTGAGCTGTATCGCCCTGTCTCTGGCCCTGGTCACAAAT
AGCECCCCTACCAGCAGCAGCACCAAGAAAACACAGCTGCAACTGGAACACCTCCTGCTE
GACCTGCAGATGATCCTGAACGGCATCAACAACTACAAGAACCCCAAGCTGACCCGGATG
CTGACCTTCAAGTTCTACATGCCCAAGAAGGCCACCEAGC TGAAGCACCTCCAGTGCCTG
GAAGAGGAACTGAAGCCCCTGGAAGAAGTGCTGAATCTGGCCCAGAGCAAGAACTTCCAC
CTGAGGCCTAGGGACCTGATCAGCAACATCAACGTGATCGTGCTGGAACTGAAAGGCAGC
GAGACAACCTTCATGTGCGAGTACGCCGACGAGACAGCTACCATCGTGEAATTTCTGAAC
CGGTGGATCACCTTCTGCCAGAGCATCATCAGCACCCTGACCTGA

::m __m“‘* SRPDF 7 AL

ot ity s
-
NI

P Ll.

CCCCATIGAC Creaat i -
511 CAACGGGACT TTCOWANTS TCGTANCARC TCGCCCCAT TEACGCAMAT GRGCGETAGE 4
Review Optimize (optional) Order - —
Your Sequence Configuration Your Products @
JPY 32,800.00
Add sequence ~
Project: 2023ABF7FD
Status: Draft
[# Choose Add-on & Fast Delivery for Selected W Delete Selected
item Quantity
W & Test-_1 465bp JPY 32,800
g Cloned genes
pcDNAS.4-TOPO 14 business days
TE. up to 100yg yield (midiprep), Transfection Grade Choose add-on and fast delivery Estimated production time @
14 10 14 business days
Email will be sent when Quality urance files
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