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™ Orders & Drafts

Project Templates - Cloned Genes ©

Add or edit project templates with your favorite vector configurations and optimization settings to enable fast a
easy submission of future projects. To use a template, start a new cloned genes project from the Dashboard Ho
and select to configure multiple sequences during the import step.

Actions Template Name Last Mg

v
Manual 230830

W Delste & Configure

it Project Templates 4

Cloned Genes

DNA Fragments

30-Aug
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A) Cloned Genes— A Li&zF& R >
B) DNA Fragments—GeneArt Strings DNA Fragments é
© HTP DNA Fragments_)/ \’rX)lx—j“JI“DNA Fragments Cloned Genes DNA Fragments HTP DNA Fragments Reorder Plasmid
D) Reorder Plasmid—E¥ X, BEICERLIZEEFDTFRIK (100-12000 bp) (200-3000 bp) (200-450 bp) Order stored plasmid

*E@ Start New Project Start Nevs Project
@ EI%L\ N Custom Protelns (/)'P// QOE%IE,*HHE,J@) . DNA Learn more (7 Leary more [7 Learn more [7 (arn more [7

Libraries (ZEZ4735)—=) AU ZA4VTHRHIGLTEY
FH A, CHENDGE [Xjpgene@thermofisher.com (5
Y —ER)ETITEHKLESLY, B EMSERKL =L

7, @B0 ©

Plasmid Reorder - Instant Designer

1. Enter project information (Cptional)  Default project name will be given if not specified
Select the constructs for reordering

Constructs that are not availabie for reorder are displayed in grey @

My Projects and Gonstructs Search by project name or id Q

2. Tag this project (Opticnal) @
Project Name Project Id Last Updated

Select tag or Create new

Add >

3. Select sequence input method ¥ Download Excel template

® @ ¥ 8

Upload Sequence File Manual Creation
FASTA, GenBank or Excel Copy & paste your sequences Custom Proteins DNA Libraries
directly into Instant Designer Expressed and purified Directed Evolution

oo | oo |

a
Learn more Leamn more
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702 xY4% [Project name] (2, ZDfEE M & IEL[Optional
Description] [CA 71 (WAZBETIEALY) *1 , . BIEMNERA I DIHEIEProject ID
(15 : 2025ABCDEF) A" B &1k RN b

JOzHMIBEER T E— D md AT LA AEE,

[Download Excel template] 42') v LT, BBHIIANERI7AILET I
A—F
A HOUA—RLE=77AIVIZLUT DEHRZEA B, BEECSHI A A ATEE
A)  Sequence Name (BIzF4) : FARKTF. BEIL[1E[ _IDH. AR—X[EFH, 20X
FLUR
B) DNA/ Protein Sequence:DNA: ATGCREE. 73/B&: 1XFRFTLDH. TI/EEEHID
BEDRMYTARUE TREY R[]
c) 5" Region (optional) (5'{F0E2 5 : Kozak%: &) : DNA: ATGCREE. ik Xt & 44
D) 3‘Region (optional) (3 {025 : Ry TR E) :DNA: ATGCR D, &EL &4+
FE O0—=—2F AtIREREYASDA A FHSNTOELMEES (E, RISERU-FIRBESR
AL BEICER T EESICfHmEShd, I hIcFET SHEBRRYAMNIFIATEL
LY, S L TE T RS DO FIREE R 1 L DHIERA Al B

Z T ® [Upload Sequence File]& 2"y LT, 274D 7y O—FE @I
BE

ERIIEHREFEEFANT HEEIEE T D [Manual Creation] #51)v%
@LREHRIZERFIEHRE A DL THL® [Continue] 4V v%

M RAXF ARN—RFIF—ORAELLYET DT, TEELSL,
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@

1. Enter project information (Optional)  Defautt projsct name will be given if not spacified

2. Tag this project (Optional) @

3. Select sequence

G

Upload Sequence File

FASTA, GenBank or xcel
format

@

Selecttag = or

1| ¥ Download Excel tempiate

ThermoFisher

SCIENTIFIC

Create New Tag

* For protein sequence(s), please select a Host Organism on the next step. Kindly ensure that stop codon is present, indicated by asterisk *
Name. symboi.
* Selecting a non standard production vector, you will define vector insertion points later which will
They must not be present in your insert
ATGgaatteaagetiggatecT GTCAAGAAGAGGACAGCACT GCCTTGETETETEACAATGECTCTGGGCTCTGTAAGGCCGECTTT (gecace
MEFKLGSCEEEDSTALVCDNGSGLCKAGFAGDDAPRAVFPSIVGRPRHQGYMYGMGQKDS YVGDEAQSKRGILTLKYPIEHGITh g:

be flanking 5' and 3" of your sequence.

— not even fianking. Optimize and “gvoid moufs” to remove them.

5* Region (optional) 3' Region (optional)

:::::

1. Enter project information (Optienal)

Default project name will bs given

2. Select sequence input method Download Excel template

5

if not spacified

Cpd

Upload Seguence File

FASTA, GenBank or Excel format
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RIEETI7ALETYIO—F ATREFER

O EIBEREADLIEZITZAINERSVT TURER
av7. $5L\[X[Choose file] #5')yo LT
T7AIVEEIRT HE. BEIRIICELSIFERD
7‘770D_|:éhé Project: 2023AA\\§K
TYITA—FNETTHEERITTFAILAE o

RENB, T7 A ILIFEMT YT O— KT . @
7y7O—EM5ET Lizb, B L® [Continue] Pl Bees temeize | |
=000 Important eformution fr Goring and Prts
ANERDBF+527535FE . [Check Status]z
HYHLTHEREEASED /]\ @ [ + Coned Construct Templ...18.09 kb
ANBHEMNFT 2745 S . [Stay on this page]Z Drag files to upload, or
SUvILTOLRCHERBEEmANED . F£-1E
[Continue to configure]Z#4')w% L T[Review] P
~NEHED,

#B Cloned Construct Template

Files

@ ® © ©

Choose file

Excel, GenBank, FASTA

@ ®

Check Status % Everything looks good! X

One or more sequences need attention before they can be imported. All uploaded sequences have passed our initial checks and are ready to

dlick on & Configure ta identify and address errors. If you would like to import. You can continue with your configurations on individual sequences

apply same configuration on multiple sequences like Optimization or in the next step. If you would like to apply same configuration on multiple
Cloning parameters, you can do this by selecting the sequences and click sequences like Optimization or Cloning parameters, you can do this by
on ¢ Configure Selected. selecting the sequences and click on & Configure Selected. @

‘Check Statu
V Stay on this page (or) Continue to configure
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@O AALEERINERDVRASNRTEINED T, AREHE
o TT7— (IR ! DA HSIHEE L[Configure]Z ')y
v

[Sequence Info] 27 TEEHI1EERDIEIEZ B A AIEE
[Optimization Settings] CHB1L DEXE M AIEE, 7/
FREL I (T BB E AN hE

[Clone configuration]?7 TRY4A—DFE$E - iM%
AT a0 DBIRMNATRE

TS RIRFEELIOrder”? 7 MAdd-on Services TR TE
AIRE (ZZTIEAT)

I5—MEVED (FED[v])BEETRE, 2 THREMN
SETLEL,. LD [Import & Save] #4') v LT
Review* Optimize - OrderE E~F& Ef

@ BEHEGEF~O—EREBEALATHE(P20)

®©® © ® OO
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Project: 2023AAY2ND

© 2]

Upload Sequencel(s)

2 Sequenoetl JErors (1))

& Configure Selected W Deleta Selectad

Verify & Configure

Add Sequence ~

Protein sequences must have a host organism selected. You can do this for one or multiple sequences. @

Import & Save |

Actions Status Sequence Name Vector Delivery Quantity Type Host Organism Length @ DNA/Protein Sequence
W D Configure o HaActin_nuc Standard (pMX) 5Spg dried plasmid DNA DMA Mo optimization 1152 ATGGAATTCAAGCTTGG. .
W Delete [1] HeActin_sa Standard [pMX) 5ug dried plasmid DNA PRO... Mo optimization 284 MEFKLGSCEEEDSTALY...
) Configure Sequence )
Configure Sequence X Configure Sequence X

Sequence Info A Optimization Settings Clone configuration
Sequence name * Sequence type *
Hs#ctin_aa PROTEIN -
5' Region (Optional) 3 Region (Optional)
GAATTCGOCAAC AAGCTT
EEFIIESE T 1L
Seguence *

MCEEEDSTALVCDNGSGLCKAGFAGDDAPRAVFPSIVGRPRHOGVMVGMGUKDE WG &~
DEAQSKRGILTLKYPIEHGITNWDDMEKIWHHSFYNELRVAPEEHPTLLTEAPLNPKANR
EKMTQIMFETFNVPAMYVAIQAVLELYASGRTTGIVLDSGDGVTHNVPIYEGYALPHAIMR
LDLAGRDLTDYLMHKILTERGYSPWTTAEREIVRDIKERL CYVALDFENEMATAASSSSLEKS Y

Length:378

Cancel Save

©

Host Organism for Oplimization @

Motifs to Avoid

Define motifs to avoid in your sequences. Selected stes will be excluded during optimization

Standard Mofifs  Custom Motifs

Glick o the claning site to add or remove.

‘Standard Motifs Standard Motifs To Avoid

a Q

Aarl [CACCTGC] -
Afel [AGCGCT]
Afill [CTTAAG]
agel jaccacn
Apal [GGGCCC]

-

Cancel Save

Sequence Info

A Optimization Settings

Clone configuration

check if insertion of kozak sequence is required for the vector X

I 0 nNote:

Vector *
I pcDNA3.4-TOPO

View vectorinfo | Glaning guide | Kozak guide

Production Time =

Standard

chosen. You may refer to the kozak guids below the vector dropdown

Missing a vector?

Add-on Services

Choose the add-on services for your cloned gene.

Delivery Quantity
| g dried plasmid DNA

roguction 1ime
| Standard

Sanger Sequencing @
TSE-Free @
Glycerol Stock @

Stock Agar @
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@ FANSERLIAVI—DRTEND ZETDIEET

Review

[Vector] Mo B EEIR, FIREREDZE (TIEAIMEE
*R Test01

@ [Edit 5’ and 3’ regions] #4') v 9 &5 T NERFI. 34+ MNED Add sequence -
F| DA D ATEE (Kozak, FlfRERY A~ yO0—=0 Rt
Bz E)
EEOO—=2 ) BHRERY A MAN-HESATOENEAE, & # rencinea

& HsActin_nuc

IZFEE J S HAMIFATEL, #EIE TERF EELS
@ FHALDHEIRA AT E

@ [Apply changes to all sequences] [CAZANDE. B—T

AN ETOHEEFIC. FoyIBEBEDANIE—-5/3
TINEEFIDEREN BRSNS, FMEINNEFEDIGFE T L
TZERIZGHDTIER,
[Apply and Analyze] 9') YL TEE % kit
TS5 AR (LOrder27 MAdd-on Services TEXTE Al HE
(ZCTEATE)
IBERIZEREBETSEEIEZRETUTEREICELD

@

Optimize ©ptional)

Configure gene synthesis
Select vector and delivery quantity.

@ Note: Please checkif
insertion of kozak sequence is
required for the vector
chosen. You may refer to the
kozak guide below the vector
dropdown.

Missing a vector?

| pcDNA3.4-TOPO -

@

View vector info | Gloning guide | Kozak guide

¢ Edit5 and 3 regions
&' Region (Opticnal)
GRRTTCECCROC

3" Region (Opticnal)
LLECTT

@ D Apply changes to all sequences

Order
N e

© Warning: You made changes to the confi - licking on "Apply and
Analyze' will apply them.

EcoRI
GAATTCGCCACCATGTGTEAAGAAGABGACAGCAC TGCCTTGETGTETGACAATEEC TCTGGECTCTGTAAGGCCGGC TTTGL TGGGGACGATGCTCCCAGEECTET
CTTAAGCGGTOGETACACACTTCTTCTCCTGTOGTEACGGAACCACACACTGT T ACCGAGACCCGAGACATTCC GECCGAAACGACCCCTGC TACGAGEETOCOGAC A
§'region

| m 30

48
TCCCATCCATTGTGEGACGTCCCAGACATCAGGGEGTGATGE @ RI
AGGGETAGGTAACACCCTGCAGGETCTGTAGTCCCCCACTALCC TE:ECALM:‘\.T&:J‘I\EC&CEJ‘I\EC& TEATEJ‘I\.TEATETETEJ‘\

e B o A o L1 1 AAGCGGTGETACGTGETGGTGE] £ ACTACTACTACACACT]
5" region 1
GAAGTACCCCATAGAACATGGCATCATCACCAACTGEGACGACA
CTTCATGGGCTATCTTGTACCGTAGTAGTGETTGACCCTGETGT| _—
2 23 148 258 68 C;&'::_T :u uCn:u“C:;k:
CTCCTCACGCAGGCACCCCTRAADCCCAAGEOC AACCGERACAN Tl TTd
GACGAGTGCCTCCGTGEGEACTTGEGETTCCBGTTGGCCCTCTT
A AAG
. s . B N Start: 16 End: 33  Position: 34  Length: 18
TGTCTCTCTATGECTCTGGACGCACAACTEECATCATCTGRA] |
ACAGAGAGATACGGAGACCTGCGTGTTGACCETAGCACGACCTY
7] Cancel Apply
442 458 4ce 478 43 h‘
Bg1II TIACCCTGT T T IO TG T CEA T EUACLCAL TG T TLG TG ICTeET T T
GCGTCTGGATCTEECTGECOGAGATCTCACTGACTACCTCATEA
CGCAGACCTAGACCGACCGGCTCTAGAGTGACTGATGGAGTAC

3;3 5;! 3;3 5;5 @ E:
4 GCCACCAT ACCACCATCACCATTGCGAGGAA

Length: 1152 Start 1 End: 1 Selected: 0 L1 1AALCGGETGETAOGTGGTGGTGGTAGTGETAACGETCCTT

[Edit] Z2')v9 . BREEIER [Apply] &0')vY
TI/BERIINKRTRINTWNDIGE(X, ZATI/EBEY )Y

Q @ O®

BT SAIFFEELLOrder27 MAdJd-on Services TE% E Al BE

9, [Edit] #0)v0HEBRDERMNAIEE. BFAETERR
[Apply] &21)v%9

[Plasmid View] T Y7 DIEZEA AT HE
BEHEGTF~D—EREE AL EEE(P20)

© ®

Add-on Services

Choose the add-on services for your cloned gene.

Delivery Quantity
| Spp dried plasmid DNA

. Sanger Sequencing @
TSE-Frec @

Progucion 1me o
| Standard

Glycerol Stock @

Stock Agar @

M|{H|H H)HR)H)HJC)E E E,D
5'region
CRT

CATCG
GTAGC

Start: 16 End: 18  Position: 19  Length: 3 IFT
7] Cancel Apply 4
LAAaal A ] At A et L Ataat A ataaoal e ATCCT

GAGGAC
CTCCTG

9 WERICOAERTETY DHAICEFERNELEFEEA
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Optimize HFEESIDZBEIL

@ [Optimize] £9')v% . )
@ [Host Organism] [ZZ &I IR L1-OR > Sl A MIEA Review

Fom (LETE) ® @

@ [ORF]%%")w?% . [Define manually] THRE{LZITOEHHEZ Test

AT BB | FIEEREASIRE A 1 warnings Optimize your sequence for better expression

@ 3FBFEOEHZEBINATEE or to fix potential problems. © Wamning: One or

> [Protect my cloning sites] :Ex# b FFIZZE B L f=<%: HsActin_nuc

WHIRERY M EEET8E

Optimize (optional) Order

Sequence View Plazmid View Quality Graphs

Optimize sequence @

re sequence properfies is updat]

sequence again.

| Homo sapiens

ofR
HsActin-BxHis_nuc @ EcoRI

i =R -5 _(Fr GAATTCGCCACCATGEACCACCACGATCACCACTGOGAGRAAGAGEATAGOACAGCCCTCET
> [Protected Regions] : i {L B (= 2 B L 1= <L VEL 5l | 13- 1164 - CTTAAGOGGTGGTACETOCTGRTGETAGTGTCACGCTCCTTCTCCTATCATCTCGOGAGCAS
ﬁﬁﬂé*ﬁiﬂ'ﬁg s — M)H H H/H H)HIC)E E E DIs)|T aLlw
5 IN_ag
. . L. _ . - Gl Appl
> [Motifs to Avoid] &1t & DB =& HT=<{7EL VI = o 5 . . " 4
REERY A EHEE AL, B FRADH wYAb & HeActin Grbis_a CTGGEGATGATGECCCTAGHCOGTGTTTCCTAGCATCGTGOGCAGACC TARACACCAGGSC
— e B A — ey 2 - 4 R e © GACCCCTACTACGGGEATC CAGCACAAAGGATCGTAGCACCCETCTGEATATGTEETCOCG
oO—=—2 Y IR ATRIEE . COIEFEITHAA) rotect my cloming sites A GID) D) ATENHD ATV FIED SYTYIV) ¢ TREENR) 0D ¢
L. . _ Protected Regions @ : : T T r l r
® [Optimize Sequence] 49" vo L TR#EILERIT — ,C C _ / e 'D; I u— A
elte o fver Motifs to Avoid @, Sreoven Donsted it swlon s prawh i Srom I
® [Plasmid View] Ty &R AT HE — o 7 <:>
. - 4 = ——— . — 4 .
@ [Quality Graphs] TR DOEREERTHE T 5 _ @ srony SNy Pl
sgep seb J— = . — Optimize Sequence . )
BHER T~ O —HEFEE AL RTAE(P20) P : f

10 HWERICOAEATERT BEAICEERAVEETEEA
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Order J3AIFFHEH AT avEMN h—FIEM

@ [Order] w09 Review Optimize (optional) @
@ ffit&EVEE BT
® Frvs%EANT[Choose Add-on,,] 4" w3 B &4 Your Sequence Configuration Your Products @ JPY 139,264.00
HsEfe—E X (Express: 1H%afa. Super Speed: 2~ s seauans - @ R
SEEHE) - TR - H U H—S— U R TSE- Bl o ssons s oy e | cosomces @
Free- KIGE AN I DA T awAEMATRE, B oo e e
@ BADBEFIHLTAT avEBmMT 3541 s s O i
[Choose Add-on,,, &9 w9

1152 bp JPY 62,256

E. 1mg yield [megagrep). Transfection Grade

210 14 business days

~ — < ~ =% N B @ & acraznor 1140 bp JPY 38,420 Email will be sant when Quality Assurance files
® WEIZIGLT [Download Summary] MSERFITEERS & B s e svsase m T r Coneac

pCDMA 3.1(+) - Ampic:

UI/TI_{)—I‘%/)T\@)D—F Sug -:Irie::s.s-ld:ir.b..

Choose add-on and fast delivery
=search Grade

@ kindly review the plasmid sequence(s)
@ [Add to Cart] €7U ‘yabfiii?%ﬁgl\&ﬁt (Eiﬁm[i B @ = acrza-re 1146 bp P 38,588 @l = I_ i
. — s - —_ — wsiness days Download Summary -> Download excel format
[GeneA A TEEFERY—ER _ZEXI=a7 )] R i, @
Spg dried plasmid DMA, Redearch Grade _ Download report + FASTA format
Add to Cart {3

MDP8[6 H—rATH It - FHNERF DHER]ISR)

D EHBEF~O—EREEALTR(P20) \' \
€) @

Bulk Add-on Services X .
Add-on Services X
Impertant: Fields that cannot be edited in bulk are not displayed. Changes will be
applied to the selected sequences. Choose the add-on services for your cloned gene.

Delivery Quantity
| Spg dried plasmid DNA - Sanger Sequencing @

Choose the add-on services for your cloned gene.

Delivery Quantity

5pg dried plasmid DNA . Sanger Sequencing @ . ) TSE-Free @
I o oneapsm Production Time @

TSE-Fi
Praduction Time @ e 8 Glycerol Stock @
I Glycsrol Stock @ Standard -
Standard -
Stock Agar © Stock Agar @

Cancel m

Cancel Save

11 HERICOAMEATERT . BHARICEERAVEETEEA
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No optimization -

Arabidopsis thaliana

Aspergillus niger

Aspergillus oryzae

Bacillus subtilis

Bos taurus

Brassica napus

Caenorhabditis elegans

Canis familiaris

Clostridium acetobutylicum

Corynebacterium glutamicum ATCGC 13032

Cricetulus griseus

Danio rerio

Drosophila melanogaster

Escherichia coli

Gallus gallus

search Q

No optimization

Glycine max

Homo sapiens

Hordeum vulgare

Hypocrea jecorina (Trichoderma reesei)

Kluyveromyces lactis 0406

Lactobacillus casei ATCC 334

Lactococcus lactis

Lycopersicon esculentum

Macaca mulatta

Mus musculus

Nicotiana benthamiana

Nicotiana tabacum

Oryctolagus cuniculus

Oryza sativa

Pichia angusta (Hansenula polymorpha)

Pichia pastoris

ThermoFisher

SCIENTIFIC

Plasmodium falciparum

Rattus norvegicus

Saccharomyces cerevisiae

Schizosaccharomyces pombe

Spodoptera frugiperda

Sus scrofa

Synechococcus elongatus

Trichoplusia ni

Triticum aestivum

Vaccinia virus

Xenopus laevis

Yarrowia lipolytica

Zea mays



mailto:jpgene@thermofisher.com?subject=お問い合わせ　人工遺伝子合成　リストにない生物種での最適化について
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24 —fig
No optimization mEibAL
Arabidopsis thaliana AAXFRXF
Aspergillus niger

EEME. B2HHE, JNayUHE

Aspergillus oryzae

AARMHE . —koav P hE
Bacillus subtilis HER
Bos taurus F.oY
Brassica napus A3V TITSF
Caenorhabditis elegans #% 5 (C.elegans)
Canis familiaris A AX
Clostridium acetobutylicum

DARNIO Y L-TENTFII L

Corynebacterium glutamicum ATCC
13032

)R INTT) 9 L4 JLAZH L ATCC130324%

Cricetulus griseus

#2 — &
Lycopersicon esculentum <k
Macaca mulatta KER.THTHFIL
Mus musculs FRAI, ¥IR
Nicotiana benthamiana NUHYI7F4/\a
Nicotiana tabacum #/33
Olyctolagus cuniculus JY¥
Oryza sativa FE. A
Pichia angusta (Hansenula ExX7ERD—IE
polymorpha)
Pichia pastoris EX7EEND—E
Plasmodium falcijparum BEII)T7RER
Rattus norvegicus 2vk
Saccharomyces cerevisiae HEFEA
Schizosaccharomyces pombe NREF
Spodoptera frugiperda koA, SFOfARa . Sf214HRa
Sus scrofa

A/ K-T4

Synechococcus elongatus

<7 /1\7T1) 7 (Engineering Kits, A14259)

FrA ——X/\NLAARS—, CHOHARE
Danio rerio £I5D7492
Drosophila melanogaster FAOLaHPa/NT
Escherichia coli KBE
Gallus gallus . =JK)
Glycine max K2
Homo sapiens A.ER
Hordeum vulgare RE
Hypocrea jecorina (Trichoderma

Trichoplusia ni

reeser)

)T —EA

Kluyveromyces lactis 0406

HILAH AT RAER

Lactobacillus casei ATCC 334

SORNFILR - HEALEEEE ATCC 334%%

Lactococcus lactis

FORAVARSITAR . SVFRIBE. S9FRE

4593 FX2 9748, High Five™#iiE
Triticum aestivum INVINE
Vaccinia virus DOU=T 24X
Xenopus laevis TI2VHIAHIIL
Yarrowia lipolytica YOO AT7ER
Zea mays kOO

MERICOAERTEEY . BHAICEERVLETEEA




NYZ3—I1) XM

GeneArt Instant Designer C:&IR [ RELEA
A—IFEDEY, LTD8IELEIZHFE

A ARG

B) XEBERBMAEE)

c) EMRRFHA(RR—)
D) YA—=VTRMHR—D)

ERMEEFER(RR—D)
HELEMRAERA (RR—)
c) EERERARR—Y)

H)  ARBLRYGE—(RR—D)

J m

XOryhI—oEF8 AL on—= 5 el Eeti
RPHB—TY (FHHY),

KADE—DIFWIEUT DY A THERRIEETT
ATEEFERDRII—FIRAAF
FALOMIO—ZV TRENGI—ENH (b

Standard (pMX) ¥
Search vectors...

Antibody expression (28)
Bacterial expression (16)
Cell free expression (4)
Cloning Vectors (5)

Insect cell expression (5)
Mammalian expression (16)
Yeast expression (4)

Custom vectors (3)

»

14 HBERICOAMEATERT . BEAICEERAVEETEEA

pHulg_LCK_CHO #
pHulg_LCK_hu ¥
pHulg_LCL_CHO #
pHulg_LCL_hu ¥
pHulgG1_HC_CHO #
pHulgG1_HC_hu ¥
pMslg_LCK_CHO #

pMslg_LCK_hu ¥
pMslg_LCL_CHO ¥

pMslg_LCL_hu ¥
pMslgG1_HC_CHO #
pMslgG1_HC_hu #
pMslgG2a_HC_CHO ¥
pMslgG2a_HGC_hu ¥
pMslgG2b_HC_CHO #

pMslgG2b_HC_hu ¥

pRblg_LCK_CHO #
pRblg_LCK_hu#
pRblgG_HC_cho ¥
pRblgG_HC_hu#
pRtlg_LCK_CHO #
pRitlg_LCK_hu ¥
pRtlgG1_HC_CHO ¥

pRtlgG1_HC_hu #

pRtlgG2a_HC_CHO ¥
pRtlgG2a_HC_hu ¥
pRtlgG2b_HC_CHO ¥

pRtlgG2b_HC_hu ¥

ThermoFisher

SCIENTIFIC

Bacterial expression

pBAD_His_B

pBAD_His_C

pBADHis_A

pDEST14

pDEST15 #

pDEST17 #

pET-DEST42
pET100/D-TOPO

pET151/D-TOPO #

pET303/CT-His #

PGA-ET21(+) #

pGA-ET24(+) #

pGA-ET28(+) #

PRSET_A #

pRSET_B

pRSET_C


https://www.thermofisher.com/jp/ja/home/life-science/cloning/gene-synthesis/geneart-gene-synthesis/gene-synthesis-vector-selection-tool.html
https://www.thermofisher.com/jp/ja/home/life-science/cloning/gene-synthesis/geneart-gene-synthesis/cloning-vectors.html#geneart-vectors

> ThermoFisher

& : -+ Mammalian expression
/\79—'} z I~2 Standard (pMX)# - pALICEO1_Strep # P SCIENTIFIC

. . " . Search vectors... Q pALICEQT noStrep L4 PcDNA 3.1(+) #
GeneArt Instant Designer C:EIR a[ gEHER Y Yeast )
. . g — s = 2ast expression

’)"—li;ﬁo)ﬁ") ) U-F0)8$E">§E(~§J\§E Antibody expression (28) > pALICEDZ _Strep 4 pGDNﬁ-DE5T4G - 4 P

A) *ji{i(%iﬁ'ﬁﬁ (-ﬁ-ﬁ,{_:/“) Bacterial expression (16) > pGﬂ—P|Cz -f

B ABERRMGEA—) PALICEO2noStrep # PcDNA-DESTA7 -

Cell free expression (4) >

© WmMEMRRIA (EH) pGA-PICZa #

D) 7D—:>7Fﬁ (7%5%*&) Cloning Vectors (5) ? pGDNAS.LEeo

E) ERMMaRIRA ) Insect cell expression (5) > Glnnlng Vectors p"fESE

o pcDMNA3. 1+ Hygro
F) uﬁ}‘[,;ﬁﬂﬁﬂ%ﬁm (%H—") Mammalian expression (16) > Standard I: M:{J 0
andard (o ) -Hi 4
©) REXEM RS Yeast expression (4) > pGDNAS.-Im}'G-HiS o DYESE 1V5-His TOPO #
H  ARBLNYZ—(FLOR)
Custom vectors (3) > Standard {DMA} .-f
pcDNA3.2/V5-DES c
ustom vectors

HKPMXRGB—[E, pUCRIB—FR—X[ZLI=Y Standard (oM

A—=2 T AYI—TRRENII—TEHYFEA, tandard (pMI) # pcDNA3.3-TOPO # pcDNA3.4

$95% DA —F —IET U EL Y FERFAhFT A4

‘/ﬂﬁﬂilﬁ{i%ﬁ‘%ﬂﬂﬁiht’\7’5‘——cfﬁmﬁ:éh pDONR_zeo pcDNA3.4-TOPO PEGFP-N1

FIH. TOMOEFITEEEFHAALLGNEE

L HYET , pMAYPMKEEIRT BT EITKY, pDONR221 :

- DMAS_FRT Z
I H—EEET BT LLARTT GEMER A, PeTE- PET303_CT-His
BERYFES ),
Insect cell expression pcDNAB.2/V5-DES # <+ | want to add new vector(s)
XATYRR—=EF AL I A—Z DT INET e
, pcDNAB2CGFP-DES +#
ROB—TF (EHBY)., PDEST10 #
oFastBac | # PEFS/FRT/V5-DES

KRIA—DIERISLUTOHY A THERATEETT,
FALONI ==V TRERNGZ—BAYAb

bFastBacHTb pT-Rex-DEST30

pVAX1 ¢

pFastBacHTC

15 HERICOAEATERT . BEARICEERAVEETEEA


https://www.thermofisher.com/jp/ja/home/life-science/cloning/gene-synthesis/geneart-gene-synthesis/gene-synthesis-vector-selection-tool.html
https://www.thermofisher.com/jp/ja/home/life-science/cloning/gene-synthesis/geneart-gene-synthesis/cloning-vectors.html#geneart-vectors

16

MR I on—=2GRy5—mEM(1)

@O FHRIRERIFI—F)ZANMIEBMTIEEE. Y
A—ZX+DETEIZHS[+ | want to add new
vector(s)|= ') vy

Q@ ROF—EINEHRET VT T 2HEERD2IELE
MR

@ [Upload Vector Sequence...]: 774 JL (FASTA/
GenBank / Exce) #F 5y 7o RkOyILTT v
A—K, 7y7O—FRAII L IT+—LEFHO—F
ATRE(A) o

@ [Copy & Paste Vector...]: R94—% - 2 RIGEA %
Ei#EAHN™

® [Continuel&4')vo

EANF - AR—RAFIS—DORELLGYFT DT, TEELSLY,

ThermoFisher

SCIENTIFIC

| Standard (pMX) ¥ -
Search vectors... Q
u IEIHUH, EﬁFI =W lHJ’ - ‘
Bacterial expression (18) >

Cell free expression (4) >
Cloning Vectors (5) >
Insect cell expression (5)

Mammalian expression (18)
Yeast expression (4)

@Custnm vectors

+ I wani to add new vector(s)

Custom Vector Onboarding

Select vector input method

The onboarded vector(s) will be added to the cloned genes application vector selection list

@ ®C?) @@

Upload Vector Sequence File(s)

Copy & Paste Vector Sequence(s)

Use FASTA, GenBSiank or Excel format Copy & paste your vector sequencefs)

in piain sequence format

/

/ /

', T DT G

? s

Custom Vector Onboarding

Upload Vector Sequence(s) Review Vectors.

(\’B « PO s o

Drag Files to upload, or

Choose fle

FASTA, GansBank Bxosl

/

PERICOAERTETY  DHAICEFERNEFEEA

Custom Vector Onboarding

@ Y

Gopy and Paste Vector Sequence(s) Review Vectors

[ scauencois J's uoaca secuences) JRIRCRRSE EEERE S

Ganeel | m

pPink-LC_A333 AGATCTAACATCCAAAGACGAAAGGTTGAATGAAACCTTTTTGCCATCCGACATCCACAGG TCCATTCTCACACATAAGTG CCAAACGEAACAGGAGGGGATACACTAGCAGCAGACCGTTG!

Vector Sequence(s)”
Vector Name” & o
Important Information on vecter sequence(s) @&




FRYTo/n—=—20F RYS—DiBM(2) ThermoFisher

| AL C

D FyFA—KRLERY2—EFIEREY R TR Custom Vector Onboarding
@ [Edit|CRY4—2EEREAILE © o
@ [Plasmid View] Ty % /RO AE e e ey renen e @
@ [Status]h¥ & D v 750K, Errort>WarningDi5 & (&% A Miore ectors =
0) ,ﬁ%;ﬁf:bfl’\é 75\ 85 ﬁ\ﬁgﬁ W Delets Selected | Review Error or Warning Status below. @
A) ’(79—@35” [i;‘i‘héﬁlj mﬁ"l‘iv_jj _Eﬁt @ @ Status Wector Name Vector Sequence ORI Resistance Marker Length

Continue to Cloned Genes |

o W Delete |z Edit] ©) Plasmid view Q pPRink-HC AGATCTAACATCCAAAGACGAAMAGGTTG. . pBR322 AmpR 7667
B) AJF—BEIIFEHERONZEL
o W Delete| @ Edit] O Plasmid View O pPRink-HG_2 AGATCTAACATCCAAAGACGAAMAGGTTG. . pBR322 AmpR TB6T
c) ANUA—ERHITFATGCDLEDH
W Delete| @ Edit] € Plasmid View Q pPink-LC AGATCTAACATCCAAAGACGAAMAGGTTG. . pBR322 AmpR 7732
~N _ 7] e o= =] _
D) 79 % 'i:':ﬁ *ﬁ% N HE? (j:[ ]t[ - ]0) H W Delete| @ Edit] © Plasmid View 0 pPRink-LC_2 AGATCTAACATCCAAAGACGAAMAGGTTG. . pBR322 AmpR 7732

) AUA—BIZAR—R-BEHAEXFFEELTLEN
F) AU RIBISXFUN Feorenaaacmariore
[Continue to Cloned Genes]&%7')v% Edit Vector Name @ X | Standard (pMX) ¥ -

> —_ ‘y 1% 20
/\79— JRAMF ﬁB (2B B j_'u] Vector ame” Search vectors... Q ATCCATTGTGGGACGTCCE

pPink-HC | TAGGTAACACCCTGCAGGGAC

TEX .. BEt hvisMaterial Transfer Form# % £+ ey T
RHyB—EZ AR -ZESFHMaterial Transfer Form = Bacterial expression (18)

EUA T E ZF A~ %M (3437 =2 7 L[Option cetes cxpresson (9>
3B HE BREHTIRINOSRAS A BE 3 — = o Veoers @

UTSRSEDTRHEAEIP13~165H)

pcDNA3.4

@ Q@O

pPEGFP-N1

pET303_CT-His

pPFink-HC

Insect cell expression (5) >

AmpR_promoter -
Amp(R)

/

pPink-HC_2
pPRink-LC @

pPink-LC_2

Mammalian expression (16) >

Yeast expression (4) >

™~ wbal [2427)

4+ | want to add new vector(s)

PPink-HC

pBR322_origin — 7667 bp

T B 2e07)
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https://www.thermofisher.com/content/dam/LifeTech/Documents/PDFs/jp/WebOrderManual/geneart-ordermanual-option3-202104.pdf
https://www.thermofisher.com/content/dam/LifeTech/Documents/PDFs/jp/WebOrderManual/geneart-ordermanual-option3-202104.pdf
https://www.thermofisher.com/content/dam/LifeTech/Documents/PDFs/jp/WebOrderManual/geneart-ordermanual-option3-202104.pdf
https://www.thermofisher.com/content/dam/LifeTech/Documents/PDFs/jp/WebOrderManual/geneart-ordermanual-option3-202104.pdf
https://www.thermofisher.com/content/dam/LifeTech/Documents/PDFs/jp/WebOrderManual/geneart-ordermanual-option3-202104.pdf

BJo0—=27 AHIRERY A DRER

@

@

[Insertion points] #42')v- LT,
[Customize manually]%:#ER

[Cloning Configuration] TY/RA—=2%
FAHIRRERY A~ ER
RERSNF=IYITELLYO—=25&
NTNBHIEEFEE (A FIRERY A+
DHBEZEREE(B)
RYFA—=EAL B —bDEHEHEIIE
LLGELVMEE LB T D [other possible
cloning strategies] ') v9 9 5&4hM
IREH TR

EELWWTYT%&ERL. [Save] 099

18 HWERICOAEATERY . BEARICEFERAVEETERA

@

Configure gene synthesis

Select vector and delivery quantity.
Missing a vector?

| pET303_CT-His v

Cloning guide

| Insertion points a

Customize manually

Cloning Configuration

Choose insertion points @

Important: Please select the insertion points individually from the lists below.
Upon selection, you will be presented with the suggested cloning strategy. You
can also view and select from other possible cloning strategies.

€)(5)

&

X

Xbal [TCTAGA] -

Insertion point 2

Nsil [ATGCAT]

Pcil [ACATGT]

ThermoFisher

SCIENTIFIC

Cloning Configuration *
Important: Please select the insertion peints individually from the lists belaw.
Upan selection, you will be presented with the suggested cloning strategy. You
can alsc view and select from cther possible clening strategies.

Cheose insertion paints @

Xbal [TCTAGA] Msil [ATGCAT] -

Selected cloning strategy

[= 14 e
e o a5
AN
it~
L |
I |
Hndotin_nus
| E14 b |
§ -
3 e
Y
'\ F,
,
g o !
— b
G trigan v
e @
You may proceed with the current selection or select from|other possible doning ategies |




: I — ThermoFishor
BINTTREL TS ASKIESR. Add-on Services TERE AIBE
@ =&/VDNAILEKERZIEDNAS ug
@ TFSRIFBEEDORT—ILIZLU T O5FEEM HRIRATHE,
INE(FHRTRILIGL, RGN ZMAm, IEERXT— @ | 5pg lyophilized plasmid DNA, Research Grade -
IVIEERE
A)  Midiprep (~100 ug, 50 mLR 45 —)L)
B) Maxiprep(~500 ug, 250 mLR4Z—)L)
c) Megaprep(~1 mg, 500 mLRX4—)L)
D) Gigaprep(1~10mg, 2.5 LR —)L) @
E) 2xGigaprep(10~15mg, 5 LX%7—)L) @ TE, up to 500pg yield {maxiprep), Transfection Grade
TE

Delivery Quantity *

search Q

TE, up to 100pg yield (midiprep), Transfection Grade -

BRRAT—ILIREDER, HEHERT—IL)
TE, 1mg yield (megaprep), Transfection Grade

@ /\wI7—ILTE, H20, PBSM32%FH &R Al 6t
@ Add-on Services TR E Al e

@

TE, 1-10 mg yield (gigaprep), Transfection Grade

TE, 10-15 mg vield (2x gigaprep), Transfection Grade

Add-on Services « @ HZ20, up to 100pg yield (midiprep), Transfection Grade - @ PBS, up to 100ug yield (midiprep), Transfection Grade
Cheose the add-on services for your cloned gene. @ H20, up to 50|:||Jg yleld (maxiprep]. Transfection Grade @ PBS up to 500“9 le'd [mamprep: Transfection Grade
Delivery Quantity
ried plasmmi . Sanger Sequencing @ . o :
I:”i:m:““m;m“ Ts:mee " H 20 H20, 1mg yield (megaprep), Transfection Grade P B S PBS, 1mg yield (megaprep), Transfection Grade
I ctandad B Giycerol Stack @ _ ) ) .
Stock Agar © H20, 1-10 mg yield (gigaprep). Transfection Grade PBS, 1-10 mg yield (gigaprep), Transfection Grade
Cancet save H20, 10-15 mg yield (2x gigaprep), Transfection Grade PBS, 10-15 mg yield (2x gigaprep), Transfection Grade
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ThermoFisher

BHHEEFADO—IEREER

D 1B EOFTorusRITPEANT . EHEETE —
— %E*R m Add Sequence - Import & Save

H ‘9 Configure Selected |W Delete Selected i i i i
@ [Conflgure Selected] %7 IJ ‘y7 nhgure Sele e selac Protein sequences must have a host organism selected. You can do this for one or multiple sequences. @

IS

_— “ ~ o Status Sequence Name Vector Delivery Quantity Type Host Organism Length @ DNA/Protein Sequence
@ ZEYDEREMSER
A)  [Configure sequences manually]: $TfRIZE%E = Configure @ HsActin_nuc Standard (pMX) 5pg dried plasmid DNA DNA No optimization 1152 ATGGAATTCAAGCTTGG...
B)  [Apply project template]: BE77 O #Ef mv o= 4R denfigue @ HsActin_aa Stendard (pMX)  Sugdriedplasmid DNA  PRO...  No optimization 384 MEFKLGSGEEEDSTALY...

[Continue]& ') v% \
REEEABIT, ROIDNDAT TRIEREIATHE

®© e ®

i Choose Configure Options X + Back
[Cloned Gene Settings]: ) .
o o Informational: The bulk configuration will only be applied to the selected @:OHﬁg U re M u |t| ple Seq ue nces ><
A) Nag— sequences that are qualified. Kindly review the changes for individual sequence
after saving.
B O—=2% F# %= -
) 7 ~ 7 AFRERY A+ ®A) © Configure manually > @ Informational: Fields that cannot be edited in bulk are not displayed.

c) 5/3f+NnEH @B) Aopty prjec tompise Changes will be applied to the selected sequences.

@ [Optimization Settings] \ @ ®) @

A mEL&EYE — | = Cloned Ge:e Settingsl
B BRATHES \

[Add-ons] Choose Cdnfigure Options X
A TIRIFEHR
B) fhERREIMEA T Ay
o) B/EAT arHrA—&k-KBEESYtEO—ILRMYY) ot

@ Apply project temglate

B) ]

Manual 230830

@ Informational: The bulk configuration will only be applied to the selected
sequencas|that are gualified. Kindly review the changes for individual sequence
after saving.

manually
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ThermoFisher

SCIENTIFIC

Cloned Gene Settings

Vector @ Missing a vector?  Insertion Points @

Cloning guide

<3: &' Region (Optional) @ 3" Region (Optional) @

Enter 5" region Enter 3' region

{or)

Choose to delete any existing 5' & 3' region @
Delete 5" Region Delete 3' Region

@ [Vector]:Z/O—=24F AR HE—

@ [Insertion Points]: 70—=>% A4%IREZ Y4
k

@ [5'/3 Region (Optional)]: { INEZ 5|

22 WERICOAERTETY DHAICEFERVEEFEEA

Optimization Settings

Host Organism for Optimization &

—h

I Homo sapiens -
\2)mize the sequence upon Import & Save i ]
@ Motifs to Avoid

Define motifs to avoid in your sequences. Selected sites will be excluded during optimization.

Standard Motifs GCustom Motifs

Click on the cloning site to add or remove. @

Standiard Matifs Standard Motifs To Avoid
Hind Q Q
Hindlll [AAGCTT) BamHl [GEATCC]

EcoRl [GAATTC]

@ [Host Organism...]: &1L £ PFEEEIR, &
1t LA LVE A [X[No optimization]Z:&1R

@ [Optimize the sequence...]: @& AN %E
Import & Save FIZ&mzE{LZEEE

@ [Motifs to Avoid]: ExE L ELFI M SRRV S HER S

®

@' Save settings as project template

Add-ons

Cheoose the add-on services for your clened genes.

Delivery Quantity

TE, 1myg yield (megaprep) -

Production Time @

A Standard
B

| Standard - Express
@h Sanger Sequencing @ C
@ TSE-Free @
@ Glycerol Stock @ A)Standard : 1@ & 811
B)Express: 1E# BjE##E
® | stock agar © C)SuperSPEED : {E 2 £AR5-72 £ H = 5245

MNote: Wector, host organism, delivery quantity, and preduction time options must be selected to save as a
template for future projects. Templates are maintained in the “Project Templates™ section in the
Dashboard.

Project Template Name ~

| Manual 241114

©

= -
[Delivery Quantity]: 75 R R &L

[Production Time]: A. @ % -B.C.fh AU —E XHY

[Sanger Sequencing]: ¥ H —&EC 5 R

[TSE-Free]: BiHER AT &

[Glycerol Stock]: KEa&E Y ) £A— LA~y Y

[Stock Agar]: KEZE 7 —RXbkys

[Save settings as...]: MEANDERFEL TRE

[Project Template Name] : 872 D & BiiE A 51*1

[Save changes]: 7y oL C—E&E A - M FRE

2AXF - AR—RAFIFT—ORELLGYFEST DT, TEELZSL,

©E®O®Oo A



ThermoFisher

BHECFAD— B EEADTET

D BEERFAO—IEBEAMNTT T HL[Status]N LT | o oo soence - [
RBEVITRHI LT

& Configure Selected T Delete Sy (¢ Protein ssquences must have a host organism selected. You can do this for one or multiple sequences. @
1w i N _ -2
@ [I m port & Save]% 7 ) J7 N ReV|eW *zéj] . - 0) Fﬁﬁ ‘“Hi Actions Status Sequence Name Vector Delivery Cuantity Type Host Organism Length @ DMA/Protein Sequence
he ==
b ERT =
- W Delete ¢” Configure Q HaActin_nuc pcDNA 3.1(+) TE, 1mg yield {megapr. .. DNA Homeo sapiens 1152 ATGGAATTCAAGCTTGG. ..
W Delete & Configure Q HsActin_az pcDMNA 3.1(+) TE, 1mg yield {megapr. .. PRO._. Homo sapiens 84 MEFKLGSCEEEDSTALY ...
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— RS DR -E1E

@ [Project Templates]h i5[Cloned Genes] &R

@ [Template Name]h o E DR ED )V ILTHEE
R

@ {BIEY %154 [L[Configure]E =IZ[Edit|E o) vY

@ #FHRIVERKT B35 EL[Add New Template]Z ') w4

24 WERIZOAERTETY DHAICEFERNEEFEEA

ThermoFisher

SCIENTIF

I C

GeneArt

Welcome

A Home

@ Actions @
W Qrders & Drafts

A
N

Project Templates - Cloned Genes © Add New Template

Add or edit project templates with your favorite vector configurations and optimization settings to enable fast and
easy submission of future projects. To use a template, start a new cloned genes project from the Dashboard Home
and select to configure multiple sequences during the import step.

@ Template Name: Last Modified

I‘— W Delete | & Configure Manual 230830 30-Aug-2023
i Project Templates

Cloned Genes

DNA Fragments

./

| /

GeneArt : Back 3

Welcome

# Home

™ Orders & Drafts

Y

Manual241114

Edit

th  Project Templates *

Cloned Genes

DA Fragments

Cloned Settings

. Vector: Insertion Points:
pcDMNAZ 4-TOPO
&' Region: 3 Region:

GeneArt Edit Project Template /

Welcome Save vactor configuration and opfimization settings as a project templats that can be applied to futurs Clonsd Genes projects.
Project Template Name*
A Homs
Manual241114

W Orders & Drafts

H#t  Project Templates *

Cloned Genes

DiNA Fragmerts

E FileExchange
¥ support

¥ Pricing

Cloned Gene Settings

I @ Note: Please check if insertion of kozak sequence is required for the vector chosen. You may refer to the kozak guide below the vector dropdown. X

Visctor Missing a vector?  Insertion Points

| PeDNA3.4-TOPO -

Cloning guide | Kozak guide

5" Region (Optional) @ 3 Region (Optional) @

Enter 5' region Enter 3' region




ThermoFisher

GeneArt Strings DNA Fragments



ThermoFisher

GeneArt Strings DNA Fragments $iiR7AVIIMEEEE RN

@ FaPzY+4% [Project name] [, ZDfEZE N IE @ 1'lE"I‘*'""’i*“"'”"“"“"'”"“"“' “*’;““’“’T”“”‘"““W""““”“”‘E“ I
[Optional Description] [ A 73 (WAZETIEARLY) *1 , RIE AR

AH DG A [EProject ID (5l : 2025ABCDEF) AW B &R RS h R 2
2 ot o omenre ||
T T OMIBEERT E— DM 5T EMHEE,
[Download Excel template] 4')vo LT, BEESIANERT7
AIVESIoO0—F D
@ FoO—RLIzI7MILICUTOEHREA 7. EHEFIA S st
AlRE o

A)  Sequence Name GEZF4) : ¥ ARYF. LFE[1L[_1DH#. R @
R—ZR[EFH], 20XF LA

3. Select sequence input méthod| ¥ Download Excel template

©® O

. . = . = = DNA / Protein Sequence
B) D NA / PrOte In Seq uence: D NA- ATG Cﬁ EE ~ 7 E/ Eﬁ . 1 K % i EIE a) ﬁ ~ Sequence Name ® For protein sequence(s), please select a Host Organism on the next step. Kindly ensure that stop 5'Region (optional) 3' Region (optional)
N codon is present, indicated by asterisk *symbol.
7E/E§EE§IJ®%éo)Z f“‘Jjo:l F)[i7x9 UZO {*] HsActin_nuc ATGgaattcaagettggatcc TGTGAAGAAGAGGACAGCACTGCCTTGGTGTGTGACAATGGCTCT gecace tag

HsActin_aa MEFKLGSCEEEDSTALVCDNGSGLCKAGFAGDDAPRAVFPSIVGRPRHQGYMVYGMGQKDSY gccacc tag

® 7AWV ETYITO—KTB1=8. ET D [Upload Sequence
File]#2)voLT7y7O—FEEIZFE

® EBRINEBREEEZEFANTSEEILETD [Copy and paste] &
2099

@ @EFAEIZERFIEREANLTA LD [Continue] 5197 T —

1 E2AXF AR—RABFIF—DRAEGYFET DT, TFELZS N, C“B @\

Upload Sefjuence File
FASTA, GeneRfink or Excel format (Copy & paste your sequences dinecty N
into Instant Designar

1. Enter project information (Ostena)  Default project name will be given if not specified

Drag files to upload, or

26 WERICOAERTETY DHAICEFERANELEFEEA R




ThermoFisher

GeneArt Strings DNA Fragments BH{EHRI7MIILZ2T7y7O—F SCIENTIFIC

@ EEIHEHREADLI=T7AMIL%Drag. H5UL& z
[Choose file] 0" )yILTI7M4ILEEIRT S
& BEIMICESIFERN 7 yTa—FENnb
TYITA—FNETTHEERIZT7AILAEK
REND, I7AIVIEEHTYITO—F Al EE Frooe Suines WAl 230551
7y7O—EM5ET Lizb, B LD [Continue] [ \
EH1)w4 Uplosd Ssqusnces
ANERHBF+ 773358 [Check Status]z
Sy L TCHERER AN EED important information fo Prtei ssquence(s) @ \

ANERHFES G E . [Stay on this pagelZ CD @
SUvILTOLRCHERBEEmANED . (& B oo oA e 151
[Continue to configure]Z&4')v% L T[Review] T

N &ﬁt o Drag files to upload, or

Choose file

xH GeneArt DNA Fragments Template

Vey & Configure @
cancet m

@ ® © ©

';_‘5 GeneArt DNA Fragments Te... 18 kb

Excel, GenBank, FASTA

@ ®

Check Status X Everything looks good! X

Al uploaded sequences have passed our initial checks and are ready to import

One or more sequences need attention before they can be imported. like to sslact host organism for multiple

Click on & Configure to identify and address errors. If you would like to ] individual sequences. Full configuration options.
apply same configuration on multiple sequences like Optimization or
Cloning parameters, you can do this by selecting the sequences and click
on & Configure Selected.
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ThermoFisher

GeneArt Strings DNA Fragments E25IIRERDFEER -E1E

@ A jj L/T: EE glj ’I‘EﬁEiﬁ 0) IJ x |~ 75§§ H_T éhé 0) -G -~ @ Project: Strings_Manual_230831
RNEZHR. T7—(FLO[ ! DABHSEEIE © 2]
. Upload Sequencss Verify & Gonfigure
[Configure]&21)v% (A)
S s Ago Sequence - Impart & Save
® [Seq ue nce I nfO] 9 7 —GEE glj 'l‘sﬁg $E o) g E h\ E-r & Configure Selected W Delete Selected Protein sequencel(s) must have a hast organism selected. You can do this for one or multiple sequences @
ﬁlé o @0) J:a (: Ia_} “J — y O) & 6 IE E (j: Actions @ Status Sequence Name  Type Length @ DNA/Protein Sequence Host Organism

S N~ W Delete | & Configure o HsActin_nuc DNA 1182 ATGGAATTCAAGCTTGGATCCTGTGAAGAAGAGGACAGCACTGCCTTGGTG. . Mo optimization
BEMNKA
z /=o ® peiete| £ C .
Delete Configure 0 HsActin_aa PROTEIN 384 MEFKLGSCEEEDSTALVC DNGSGLCKAGFAGDDAPRAVFPSIVGRPRHQGVM. .. Mo optimization
- N . —

: / EE IJ 'i = ﬁ 1t h‘l \; W Delete | € Configure o HsActin_nue DNA 11562 ATGGAATTCAAGCTTGGATCCTGTGAAGAAGAGGACAGCACTGCCTTGGTS. . No optimization

j ~ Hx A&l Z /R0
W Dslsts | & Configure 0 HsActin_aa PROTEIN 384 MEFKLGSCEEEDSTALVCDNGSGLCKAGFAGDDAPRAVFPSIVGRPRHQGVM No optimization

IZ5—hHWNED EFD[v]) BIBIEEEAIEE,
LTHENET LIS, LD [Import & /

Save] £4")v4LTOrderBE @~ &) @

® EHEHZE—IERELAEE(P32) ceasence name- e e

HsActin_aa I PROTEIN -
&' Region{Optional) 3" Region({Opticnal)
GCCACC TAG

Host Organism *
@ I Mo optimization -

O R=qu red field

Sequence *

MEFKLGSCEEEDSTALVCONGEGLCKAGRAG VFPSIVGRPRHOGYM Host Organiam -
VGMGQKDSYVGDEAQSKRGILTLKYPIEHGITNWDDMERTH —
PEEHPTLLTEAPLNPKANREKMTQIMFETFNVPAMYVAIQAVLSLYASGRTRG [ o spumzster >
LDSGDGVTHNVPIYEGYALPHAIMRLDLAGRDLTDYLMKILTERGYSFVTTAER
EIVRDIKEKLCYVALDFENEMATAASSSSLEKSYELPDGQVITIGNERFRCPETL [ Host Organisms Q
T T B R L R R T L L T BB R L i e R BB i i
Length: 384 Homo sapiens o
i
Hordeum vulgare E
Cancel Apply

@ Add Sequence - Import & Save
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ThermoFisher

GeneArt Strings DNA Fragments Order E3XR]& DR

D AHALI-ERHIEE#HA GeneArt Strings DNA Fragments

TEXA R, itk FEBEPSRRSNTNS Optimize foptiona) Order
HDIEATEE
S t,, JI&: S|, RDZ @Y DE . . .
@ Ebignggence cannot,, JI&EX A R Y DER Your Sequence Configuration  Your Products o Suggestions
A)  [Fix/optimize to get string]: f3@&1t - BEC 5SS IEE E i Add Sequence ~ B selectan
B) [Order as cloned gene]: A LE{ZFE K (PMXRHH—-5 @
MOIZBRTE) IR
W ®  acta? 1134 bp m
P Py 32,700

B business days

@

W & acta2ax2 2068bp || Sequence cannot be manufactured as Strings DNA Fragmet @@
Pleasze refer to your options in the Suggestions column.

Fix‘optimize to get
string

or
@ Order as cloned gene
Order Cloned 4/)(

Gene
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ThermoFisher

GeneArt Strings DNA Fragments Optimize &xi#E{t

D [Show problems] #4')v%o LT, MEEMIE R <, AEFI S
D IR KENH FEREEBLL (A)

@ [Host Organism] [ ATISERLFzab 2 irilife A EWEA 2022AADC3F Fix or Optimize sequence o O®

i 7T< 9 2 Error Optimize your sequence for better
expression or to fix potential problems.

Optimize (optional Order

TETGCCTGATC 1 0 v 1wan s wanarcucac o [TCAAGC

@ [ORF]#%')w% . [Define ORF manually] TiiE{LEF 1T HeActin_nuc @ R s
@ % A jj ( :3iE % $1lL ) i T: (i)g *R H§ b\ b *E ' @ 'JiE.-'«T_E.-'«T;E TTf_.-'ﬂfE::j'\-\ . ACTTTT T;; f_'E T_ETE.-\Ef_-'«T_E'E\;;E.‘«'&ft'_:.-\ct:;f
@ 3$E*Eo) #T’E j]u__r T @ | Define ORF Manually - : '. i . . . . | . .. CAGCTC |
-St'cv.' problems OFF St ORF End 110 e 130 142 oo . o L .

> [Protect my cloning sites] :&x@E L FFICZEE L=<
WHIREE R Y (M E 15 E TR L vl
> [Protected Regions] :&x @ 1L FFIZE B LT=<7%ELEE S
MEEZIEE AT AE
> [Motifs to Avoid] ;&1L & D ELFIIZE H <MLV
RERY A E1E E_I E(A)
® [Fix Problems] ([E8 = D A ixi#E L) 1= (X[Optimize] (&2 &
k) 9y L TaiE{EZ3EST. [Success|EFR RSN
nIEOK
©® BEHESIE—IERELAREPI2)

Clear Apply

Protect my cloning sites @

\TACCATCETGTECTCCGREANGTTCACEL
ATGETAGCACACGAGECCCTTCAAGTG

&= Repetition-2:B
HRepetition-1:X

Motifs to Avoid x

@ nonString1 2022AADC3F Fix or Optlmlze sequence o il -
: S T 0 2w .
Hide problems
HsActin-fatis_aa Pndurd Vstty - Back to sequence list
R — © ronstingt
) _ — Vide robms
GE ngh 455‘348 Sunawe woan Barcas Mo To A R
. N oo 4sesis

re azETE Repettion  13-197 | 848-1032

Repetition 13-197 | 848-1032

Repetiion  304-325 | 307329

Repstition  304-326 | 307-329 —— _

Sequence View Quality Graphs

0 Success: Sequence is optimized successfully!
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GeneArt Strings DNA Fragments Order 71—k IZiEAN

O (g -1EEHRZEEL T EXTHEDIV RN
12

@ [Download Summary]| CEZSI1EHRE A FL THER

@ [Add to Cart] 20Uy L TEXFHmEANEED (GEMIE
[GeneAt AT EIEFERY—ER JEXI=—aTFIL]
MDP8[6 h—rATOHIfiFE - FHRNIERHE DFEER]SHR)

PERICOAERTETY  DHAICEFERNEFEEA

ThermoFisher

SCIENTIFIC

GeneArt Instant Designer

Optimize (optional)

Order

Your Sequence Configuration

Add Sequence ~

®
W HsActin_nuc R
[ HsActin_aa 1134 bp
W nonStringt 1054 bp
W nonString2 1054 bp

Your Products @

M selectall

Suggestions

JPY 32,700

6 business days

EXA
JPY 32,700

6 business days

EXA

JPY 32,700

& business days

JPY 34,928

18 business days

Fix/optimize to get
string
or

Order as cloned gene

JPY 133,028.00

Project: 2022AADCSF

Status: Craft

Item Quantity
DMA fragment 3
Cloned gene 1

Estimated production time @

Sirings - § business days

Cloned Genes - 19 business days

Email will be sent when Quality Assurance files
are available in ThermoFisher Connect

© Kindly review the sequence(s) before
ordering

@ | Download Summary |
@ Add to Cart (4)

Contact us



https://www.thermofisher.com/content/dam/LifeTech/Documents/PDFs/jp/WebOrderManual/geneart-ordermanual201512.pdf
https://www.thermofisher.com/content/dam/LifeTech/Documents/PDFs/jp/WebOrderManual/geneart-ordermanual201512.pdf
https://www.thermofisher.com/content/dam/LifeTech/Documents/PDFs/jp/WebOrderManual/geneart-ordermanual201512.pdf
https://www.thermofisher.com/content/dam/LifeTech/Documents/PDFs/jp/WebOrderManual/geneart-ordermanual201512.pdf
https://www.thermofisher.com/content/dam/LifeTech/Documents/PDFs/jp/WebOrderManual/geneart-ordermanual201512.pdf
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BHEEFAO—ERTER ThenmoFisher

D 1BLOFIRVIRICEEANT, EREETE i secverce - [
—{EER |

elete Selected Protein sequence(s) must have a host organizm selected. You can do this for one or multiple sequences &

@ [Conflgure Selected] Ea IJ ‘y7 ® Status ‘Sequence Name Typ= Length @ DMA/Rrotein Sequence Host Grganism
@ : J‘E L) 0) % *R ﬁi 75\ 6 % *R ] HsActin_nuc DMA 1152 ATGGAATTCAAGCTTGGATCC TG TEAAGAAGAGGACAGCACTGCCTTGETE. . Cricetulus griseus

HsActin_za PROTEIN 384 MEFKLESCEEEDSTALYCONGSGLCKASFAGDDAPRAVEPSIVEGRARHGSVM. . Homo sapiens

A)  [Configure sequences manually]: #r#RIZ5%E
) . & pelete & confiyure HEACtin_nuc_2 DA 1152 ATGGANTTCAAGCTTGGATCCTGTEAAGAAGAGGACAGCACTGCCTTGETG. .. Cricetulus griseus
B) [Apply project template]: BE7FE D 8z H 53R
& pelete & Configure Hsagtin_z=_2 PRCTEIN 264 MEFKLGSCEEEDSTALYCDNGSELCKASFASDDAPRAVERSIVEGRPEHGEWM. .. Homo =2piens

[Continuel& ')y

[

[}

[}

SEEEA~BH, RD2oDAT TEBRENTHE N .
Choose Configure Options . :

[DNA Fragments Settings]: gure Op Configure Multiple Sequence(s) X

o Informational: The bulk configuration will only be applied to the selected

A) 5’/3’1{"7][] EE;U sequences that are qualified. Kindly review the changes for individual sequence

after saving

[Optlmlzatlon SettlngS] @A) .. o " ﬂ Informationak: Fields that cannot be configured in bulk are not displayed. Changes will

A) 54 E b4 %_l *ﬁ @ B ) Apply pmiee‘ template

B) BRI SECSI @ ® @
genee m DA Fragments Setfings

Q ©0®

be applied to the selected sequences.

Choose Cdnfigure Options X

0 Informational: The bulk configuration will only be applied to the selected
sequences|that are qualified. Kindly review the changes for individual sequence
after saving.

Configure sequendes manually

@ Apply project temglgte

search
Cancel Continue

Manual 230830
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FERE -#BEL TR

/_P DNA Fragments Setfings

5' Region|{optional) i)

3 Region{optional) i)

GCCGoCACC TALTAS

(o)

Choose to delete any existing 5' & 3' region i ]

© O S

Delete ' Region Delete 2' Region

@ [5/3’ Region (Optional)]: {4 A0&2 5]

Optimization Sattings

Heost Organism for optimization @

| Homo sapiens -

| optimise the sequence upon import & Save [ ]

Maotifs to Avoid

Define motifs to avoid in your sequence. Selected sites will be excluded during optimization.

Standard Motifs Custom Motifs

Click on the motifs 1o add or remove @

Standard Motifs Standard Motifs to Avoid

Hind Q search motifs Q

PERICOAERTETY  DHAICEFERNEFEEA

[Host Organism...]: &E L £ MFEEFRIR, &
1L LA LS & 1E[No optimization] &R
[Optimize the sequence...]: @Z AN b &
Import & Save FIZE&BE{LEE

[Motifs to Avoid]: &L EEFI A kRS 3 HELFI

@
@

ThermoFisher

SCIENTIFIC

Optimization Settings

Hind Q Search maotifs Q “

Hindlll [ALGCTT] BamHI [GEATCC]

EcoRl [GAATTC]

|::|r:|
Choose to delete any existing motiffs to awoid i ]

Delete motiffs to avoid

Save seftings as project template L]

Project Template Name *

| Template Manual 230821 |

@ [Save settings as...]: MEANZLBRELTRE
@ [Project Template Name]: ##; D& AiiE A 1*1
@ [Save changes]: 7y L T—{EER - #BEERT

1 EANF AN—RABFIF—ORELLGYET DT, TEELZEL,




iy ThermoFisher

BYREF~O—ESTHERAOET ThenmoFie

@)

D HEEEFAO—FEAHNRET T HE[Status]H2 T B
RBVITEAIETHER , , _
& Configure Selected W Delete Selected Protein sequence(s) must have a host organism selected. You can do this for one or multiple sequences @
@ [Import & Savel&4')v% . Order~#&1. CDRHI<& )
L% 1T (P28~HC)

Status Sequence Name Type Length @ DMA/Protein Sequence Host Organism

® Delete & Configure | @ HsActin_nuc DNA 1152 ATGGAATTCAAGCTTGGATCCTETGAAGAAGAGGACAGCACTECCTTGETG. . Homa sapiens
W Delete & Configure | & HsActin_aa PROTEIN 384 MEFKLGSCEEEDSTALVCDNGSGLCKAGFAGDDAPRAVFPSIVGRPRHQGYM. . Homa sapiens
® Delete & Gonfigure | @ HsActin_nuc2 DNA 1152 ATGGAATTCAAGCTTGGATCCTGTGAAGAAGAGGACAGCACTGCCTTGGTG. . Homa sapiens
® Delete & Configure | @ HsActin_aa2 PROTEIN 384 MEFKLGECEEEDSTALVC DNGSGLCKAGFAGDDAPRAVFPSIVGRPRHQGYM .. Homo sapiens
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@ [Project Templates]A*5[DNA Fragments] Z:&4R GeneArt Project Templates - DNA Fragments © kN Termplte
@ [Tem plate N a m e] 75\ l:_') E% % 0) gﬁ ﬁz% 9 IJ ‘y7 L/ -C W E‘é Welcome Add or edit project templates with your' e optimization settings to enable fast and easy submission of future projects.

=3
EE ot Actions Template Name Last Modified
# Home

@ {BIEY 5B A X[Configure]ET=IZ[Edit]Z 5" v v oo (D) e[ 2 o
@ #FRIZHEKT BIZEE[AdD New Template]=4') w4 bt rogect Tmplaes = |

Cloned Genes

07-Sep-2023

DNA Fragments

GeneArt ,/
test @ Edit Template

Welcome

DNA Fragments Settings
A  Home

5' Region: 3' Region:
- v
™  Orders & Drafts GCCAC TAGTAG

it Project Templates 4

Cloned Genes

DNA Fragments

/
v
GeneArt Edit Project Template
Willaarinz Save optimization settings as a project template that can be applied to future DNA fragments projects.
Project Template Name *
A  Home test
W Orders & Drafts v
DNA Fragments Settings
it Project Templates 4
Cloned Genes . . . . . .
5 Reglon(Opt|onaI)0 3 Reg|on(0pt|onal)ﬁ
DNA Fragments
GCCACC TAGTAG
— = — N Support
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ThermoFisher

BIX HBIAVRFSHOER

ERONERELZTOSIHND+ES) v (A) . T0 Plasmid Reorder - Instant Designer

:/\*Io I“t: >Z Fag I“O) % —Ht-ﬁ . ID_G@%%EI ﬁE (B) Select the Consiruclsrfor reordering Gancel Import & Save
FRELDAVASINZZA(A) ., BRIIEHRES D T @

O—k+7A[EE(B) “* “rojects and Constructs | Search by project name or id Q Constructs Search by censtruct name or id Q
Ad]E 5w oL T REA~EM O®
WRELDAVANSYIZZ
[Import & Savel&2')v9

Project Name Projectld * Last Updated v  Construct Name Construct Id

09/15/2022

No constructs selected

@ © O

+ 09/15/2022 ‘
My Projects and Constructs Search by construct name or id Q Constructs @ Search by construct name or id Q
@@ jects list @ ' Construct Name Construct Id
- . @ No constructs selected
Chnstruct Name Construct Id Action
Add =
*
* < Remove

OEE_
Select the constructs for reordering Gancel Import & Save

Constructs that are not available for recrder are displayed in grey @

My Projects and Constructs Search by construct name or id Q @ ructs @ Search by construct name or id Q
« Back to projects list Gonstruct Name Construct Id
2022AAKHOD 2022AAKHOD 09/15/2022

Construct Name Construct Id Action
v
Add =
v 24
” * € Remove

38 HIRAICOAERATEEY . BWRAICIEAVETEEA



ThermoFisher

EEX TIRIFHBRY— Ly T7—DER
@

CHFEDRT—IL- N\ T7—FFEIR
ER#Z[Confirm]ZE V) v L TETHAV AN VM —EEE
1 71l 5% 7€ £ "I RE

[Continuel&2')v%o

Select Delivery Quantity

Select Delivery Quantity

Informational: The selected quantity will be applied to all
constructs Informational: The selected quantity will be applied to all

constructs

® 0O

Delivery Quantity

search TE, 1mg yield (megaprep), Transfection Grade

TE, up to 100yg yield (midiprep), Transfection Grade

TE, up to 500yg yield (maxiprep), Transfection Grade

TE, 1mg yield (megaprep), Transfection Grade
TE, 1-10 mg yield (gigaprep), Transfection Grade

TE. 10-15 ma vield (2x aicaren). Transfestion Grade

[ es) ¢ Editdelivery quantity W Delete Ganeel

Construct Name Construct Id Delivery Quantity Price

@ | TE, 1mg yield (megaprep), Transfection Grade - JPY 25300.00

| TE, 1-10 mg yield (gigaprep), Transfection Grade - JEY 48200.00

search Q

TE, up to 100pg yield (midiprep), Transfection Grads
TE, up to 500pg yisld (maxiprep), Transfection Grade
TE, 1mg yield (megaprep), Transfection Grade

TE, 1-10 mg yield (gigaprep), Transfection Grade

TE. 10-15 ma vield (2x cioaoren). Transfection Grade
4 3
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ThermoFisher

B A—hSE

1) (I -EE£EARETESR Plasmid Reorder - Instant Designer
@ [Download Summary] CEZSIE#HE AF L THEER
Plasmid Preparation Configuration Your Produc
@ [Add to Cart] Z9) v L TEXFMEANEED (GEA ° ° CD ! JPY 74,200.00
F[Gene At A TBIEFEMY —ER_SEXY=aF
JLIDP8[6 h—r AT Ol - F RN DFEE]S ST R el

TE. 1mg yield megaprep], Transfection Grade
Plasrmid Preparation
nn )

Estimated production time @
B sszabp JBY 43300.00

& business days

Plasmid Fregaration - § business days
TE. 1-10 mg yield (gigaprep). Transfection Grade
Emall will b2 sent when Cuzity Assurance fles
are available in ThermeFisher Connect

@ kindly review the sequence|s) before
ordering

@ | Download Summary |
@
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https://www.thermofisher.com/content/dam/LifeTech/Documents/PDFs/jp/WebOrderManual/geneart-ordermanual201512.pdf
https://www.thermofisher.com/content/dam/LifeTech/Documents/PDFs/jp/WebOrderManual/geneart-ordermanual201512.pdf
https://www.thermofisher.com/content/dam/LifeTech/Documents/PDFs/jp/WebOrderManual/geneart-ordermanual201512.pdf
https://www.thermofisher.com/content/dam/LifeTech/Documents/PDFs/jp/WebOrderManual/geneart-ordermanual201512.pdf
https://www.thermofisher.com/content/dam/LifeTech/Documents/PDFs/jp/WebOrderManual/geneart-ordermanual201512.pdf
https://www.thermofisher.com/content/dam/LifeTech/Documents/PDFs/jp/WebOrderManual/geneart-ordermanual201512.pdf

ThermoFisher

SCIENTIFIC

OV OMNMIEDRERR
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ThermoFisher

Drafts REHRNTOTIF

= (R
I —] :I 70 SS —_— @ @j @/
@ [Drafts] CEEEHR - REXDTADTINERRA] GeneArt Drafts €D e by tag S P — a
e
‘Welcome
@ [Project Name]h\%%jnﬁlbhéﬁiﬁﬁf\ L3 Add/Madiify tag [ Remove tag @
*zEJ] E'I-Jﬁlé # Home Action Project Name = Project Id # Sequences Project Type + Last medified ~ Status +
® TAvIIrOETERT " otrmaat - -
@ *%/1 f‘IEE'C/ I~_I - 1=} Delet 2024ABALSF 2 DA Fragments 14-Nov-2024 Draft
; & >/ —rnAlEe -
. Open Orders
@ 7OD°/I7|“0)/5‘7 f#ﬁitﬂ%ﬂﬁ% Past Orders W Delete thlﬁbody 2024ABHQSD 2 Cloned Genes 14-Nov-2024 Draft
® Project ID, Construct ID, Construct NameZi & Offins Orders
THERELAEE
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N — S ThermoFisher
Open Orders EfTD7AD I

@ [Open Orders]CHEITHDTAD TR ER

_T_ E_rﬁb G eneArt open Ord ers e Filter by tag - Search by project name or project id Q
~ E
— ’ — Welcome &> Export all orders to Excel @
@ [+1ED)vILTAV RIS IMERERT '
E.I-ﬁlé A Home @ Project Name & ProjectID = Access © PO Number = ::j:;er b::ate P Status = Ers-lit;:ment 2 Action
@ %IEE _G\j_l\ﬂ-ﬁlé W Orders & Drafts

] :
Action®[ : [£9 v $ BERDIHHT
e @

Past Orders + — —

A HEARIERI7TILOE I O—F

B) JOTCIHrDOrder2I ~MDiE

C) EA—LBRIODETE

@ - 09/22/2022 @ In progress 10/04/2022
G  ConstructNeme Product Type Construct ID Est. Shipment Status

10/04/2022 @ In progress
10/04/2022 © In progress
10/04/2022 In progress

Est.
Status "
Shipment
@ In progress 10/04/2022
[~ ]

o Open iject\

B Enable Email Notification

0@® &
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ThermoFisher

Past Orders #iGFATAD I

SA LI D) -
@ E\PaSt Ol’derS]—Cﬁ?ﬂ AR Iﬁﬁjn /17 I‘%%EZFEI GeneArt Past Orders @ Filter by tag - Search by project name or project id Q
HE
Welcome Q Export all orders to Excel @
[+1&57)vILTAV RS MERE RRATRE
HIEE TY—MTHE 2
Action®[ | 1£5 w5 ¥ BERD2 AN b ]

Drafts

A) MRS IERI7AILDS Hoa—K Open Orders §)
B) FATIVrDOrder 7 ~NDFE +

Offline Orders

- Shipped 11/13/2017

A Home | Project Name = Project ID = Access @ PO Number = Order Number Status = Action

® OO

S

®

@0  Construgt Name Product Type Construct ID Status

@ Shipped

Status

Shipped 11/13/2017

¥ Downlead QA Documents

o Load Project \ —

@ >
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« NILEEGFER-YITI0—=127 REEFLIEDNAS ug

o TSRAIFFEHDNABKGEE1 mg/mL)

« GeneArt Strings DNA Fragments : JE #5852 12DNA >200 ng

« B Fa—7 (96VTITL—MARLAIEE. CHEDGEIIEAMRKBEESICTIKEE)
c BRCGEBENTETULEIVARN I GIEICHE. ET FEBRITHHEE,
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https://assets.thermofisher.com/TFS-Assets/BID/Reference-Materials/geneart-96-well-plate-format.xls

ThermoFisher
SCIENTIFIC

HTP DNA Fragments
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HTP DNA Fragments $i#

D ZFaPxsr4% [Project name] IZ. FDMEEMNHALIE

A OV TN EEM

@

[Optional Description] [ZA 73 (WhZBTILARLY) *1 , BIEDRA SN

M5 & EProject ID (51 : 2025ABCDEF) A EHEIFR "N b
TR HNIEBERT E— DM ST ENATEE,
[Download HTP DNA Fragments Template] Z%')v2L T, B2%l

SRS

ANEATFANERLHLO—R

@ Ayoa—RLEIZ7AIVICUTOEREA N, EHEHI A HATHE
A)  Construct Name GEIGF4R) : FAXEHTF. B FH[-1& _1DH. AR—X

[FAHE, 20X F LA

B) DNA or Protein Sequence for Optimization:DNA: ATGCZXEE. 73 /E&: 1 @

XFEREDH, TI/BEINDIZEEDRAMY TR IET AR R9[*]

c) 573 DNA Region (optional):{Fin#E2 5. EEE 5| D& . xi#EiE xR
® [Drag file here]lc kS yF 7orRrOYILTI7MILETYyTO—F

® 7y7a—KFI7AILHRTE
@ ZTLELELE®D[Next|Z5Y) vy

1 EAXF AR—RAFIFT—DREAEGYET DT, TEELZS,

PERICOAERTETY  DHAICEFERNEFEEA

®

1. Enter project information (Optional) A unique project name will be assigned if not specified

2. Tag this project (Optional) @

‘ Selecttag ‘ur Create new
N

ThermoFisher

SCIENTIFIC

Create New Tag

| @ Informational: Created folder will be addzd to the folder list

@
\

3. Sequence input |2 Download HTP DNA Fragments Template | Enter tag name
Antibody
Note: For the best experience, we recommend no mbxe_than 500 DNA fragments per order. For larger orders,
please use this alternative order form so our dedicated st rder,
.
Drag file here or browse to upload
Supports: HTP DNA Fragments template only \
* = arequired field.
Do not modify the 'Plate Carrier # or "Well' column data.
Plate Carrier # |.i|Well - |Construct Name * |- |5' DNA Region (optional) .|DNA or Protein Sequence for Optimization * - |3' DNA Region (optional) -
1 A01 Human_alpha-actin_n|gaattcgccace ATGTGTGAAGAAGAGGACAGCACTGCCTTGGTGTGTGACAATGGCggatee
1 BO1 Human_alpha-actin_a|gaattcgccace MCEEEDSTALYCDNGSGLCKAGFAGDDAPRAVFPSIVGRPRHQGVYNggatee
1 Co1

®

O GeneArt HTP DNA Fragments Template Demo DNAProteinMix.xIsx
62 kb

A

Drag file here or browse to upload

Supports: HTP DNA Fragments template only

G

Drag file here or browse to upload

@

Fho>bk v

Next

AR
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HTP DNA Fragments BECH|{§3RDOTER-E1E

@O AALEEIEHRDIRASDRRIEINED T, NBEEHER,
I5—(FRULA) M HBIEE [X[Configure]Z ') w4 (A) HTP DNA Fragments - Instant Designer Re-Upload File Import & Save

@ Ff=IE[Status] TTS—D #3E4R - TRL T[Configure Project: ThermoTestHTROT
Selected)Z#2') vy
@ 7= /ﬁ&h B2 5 1% Haiﬁ 1t 75§ WA ZE o £ Configure Selected Tl Delete Selected Protein sequence(s) must have a host organism selected. You can do this for one or multiple sequences @
@ ITS—HEVEDFED[V]) BIEELEEARE, £ THREN Actions Stts #f  SequenceName = WellPlatedD  Type ¢ Length @ DNA/Protein Sequence Host Organism

;TE' T L’T: 6 ~ ;E—t D [l mport & Save] %7 U ‘y7 L TOrder [l Delete & Gonfiawre @ Seq7 G0t (1) DNA 210 AGGATCCGTCEGCGACGTTGATCT. . No optimization
EEABE
B

@ Delete o Seq9 HO1 (1) DNA 210 TCGTTTGGTGACGGAGAAAGCTACA. .. MNo optimization
m Delete |7 Configure A Seq10 AD2 (1) PROTEIN 100 SCYMYVRCEPFNPWINWEYLGSYEC... Mo optimization
@ Delete 47 Configure A Seql1 B02 (1) PROTEIN 100 LMMMEWWLICTFFWCKHCAQWHV... MNo optimization
m Delete ¢ Gonfigure A Seqi2 co2z (1) PROTEIN 100 LIKSTNFPDSYENAHTKLHIIWTPAYY... Ne optimization
m Delete p Configure A Seql3 D02 (1) PROTEIN 100 HFWPKTFVIPKSEGPISWWPCWCKA.... No optimization
m Delete g2 Configure o Seql4d EQ2 (1) DNA 210 AAGCTTAGAGCGAAAATAACAGGGG... Mo optimization
vvw
@ | Status | Sequence Name = ‘Well Plate-1D] @ 3 Host Orgﬁnism -
| & Configure Selected " | m Delete Selected Protein seque
Filter
Select Status ) I Mo optimization -
= Actions Status {lif Sequence Name =
o All -~
A _‘ > T Delete ¢ Configure  &A Seqi0 Host Organisms Q
Success
A T Delete ¢ Gonfigure 4 Seqi Homo =apiens -y
A Warning m H d | E
v \ = 1
L) » W Delete ¢ Configure A Seql2 ordsum vulgare 3
‘ Re-Upload File ‘ Import & Save
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HTP DNA Fragments FXRHNAEDEEZE H—HiEM

D FTIANIDTL—b-N\yT7— BENRTS HTP DNA Fragments - Instant Designer
N5, CHEDLDIZEE A,
@ faffig-BLFIE-TL—h - FE B ERERR

@ [Download Summary] CECHII1EHREZAFLT Plate/Carmer” Bufer” Concentration*
;EE;] ry] @ I 98MTP Thermo Scientific Nunc - ‘ I Low TE Buffer - | I 10 ng/ul - ‘ JPY 1 ’558,200_00
At

Optlmlze (optional) Order @ Re-Upload File

Project: ThermoTestHTPO1

Your Sequence Configuration Your Products Status: Draft

@ [Add to Cart] 20y L TEXFHREAEHE
L (MK [GeneAt AT BEFERY—ER
:‘"iixvr— 17)[/]0)':)8[6 jJ_FI*J—C¢0)1ﬁ*§_ % Wl Delete Selected Item Quantity

HTP fragment 198
33]?% ) .
0 L EE E# Fﬁﬁ 0) EE aits | 2 lE“\ Status 7 Sequence Name Length Well Plate ID Pricing Plate/Carrier 3
a Estimated production time i ]

@ Seql 256 AD1AT) JPY 7,800.00 .

5 business days
2 2 /1) 7

@ o 5eq2 218 B0/ JFY 7,800.00 Email will be sent when Quality Assurance files
are available in ThermoFisher Connect

Ty (v] Seqd 243 oA JPY 7,800.00
i ] Kindly review the sequences before

Tay o Seq4 259 DO1/4(1) JPY 7,300.00 ordering

Ty (V] Seqs 243 E01/(1) JPY 7,300.00 @ Download summary ‘

2 () T,
o I
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https://www.thermofisher.com/content/dam/LifeTech/Documents/PDFs/jp/WebOrderManual/geneart-ordermanual201512.pdf
https://www.thermofisher.com/content/dam/LifeTech/Documents/PDFs/jp/WebOrderManual/geneart-ordermanual201512.pdf
https://www.thermofisher.com/content/dam/LifeTech/Documents/PDFs/jp/WebOrderManual/geneart-ordermanual201512.pdf
https://www.thermofisher.com/content/dam/LifeTech/Documents/PDFs/jp/WebOrderManual/geneart-ordermanual201512.pdf
https://www.thermofisher.com/content/dam/LifeTech/Documents/PDFs/jp/WebOrderManual/geneart-ordermanual201512.pdf
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