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vired for the vector CCATGTACCGGATGCAGCTGCTGAGCTGTATCGCCCTETCTCTGGCCCTEGTCACAAATAGOGCCCCTACCAGCAGCAGCACCAAGAAAACCCAGCTGCAACTERAAC GCAGATGATCCTGAACGGCATCAACAACTACAAGAACCCC GCTOACCTTCAAGTTCTACATGCCCAAGAAGECCA
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Sequence optimization with the Geneoptimizer™ aigorithm quantity under add-ons. ZTDMDBEELEEZVN L FEITHN. TEZHTTHLTLET,

may be recommended to improve protein ciiaashieg
decrease complexity. Tip #2: Sequence optimization with the GeneO

/‘ ’ IJ \\J /‘ ’ algorithm may be recommended to improve pr{ ’ IJ “J 7
Constructs with low sequence complexity b: decrease complexity. Constructs with low sequ:

production time and lower price. benefit from faster production time and lower price.
Don't Show Again l Don't Show Again (

N\
[ o | @ Add-on Services S
. s Choose the delivery quantity and add-on services for your cloned genes. B Delivery Quantity
( . .
) Delivery Quantity | Sug dried plasmid DNA "
Spg dried plasmid DNA nger Sequencing [ ] .
T @ TSE-Free @ > 5pg dried plasmid DNA
Cloned Genes - Instant Designer Production Time
Standard - Glycerol Stock @ ] o
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Review Optimize (optional) Order Stock Agar @
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Your Sequence Configuration Your Products @ Cancel D TE, Img yield (megaprep)
Add sequence ~
TE, 1-10 mg yield (gigaprep)
[E] Choose Add-on, Fast Delivery and Plasmid prep for selected @ Delete Selected Add_on Services X
TE, 10-15 mg yield (2x gigaprep)
W& Test-1 65bp JPY 19,600 Choose the delivery quantity and add-on services for your cloned genes. . .
pcDNA 3.1(+) 8 business days Delivery Quantity H20, up to 100pg yield (midiprep)
5uq dried plasmid DNA, Research Grade add-on, fast delivery, plasmid prep | TE, up to 100pg yield (midiprep) - Sanger Sequencing
o TSE-Free © H20, up to 500pg yield (maxiprep)
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| Standard . Glycerol Stock @ .
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)99 !
\ J coneet E H20, 1-10 mg yield (gigaprep)
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1 GITAGGCGTT TTGCGCTGCT TCGCGATGTA CGGGCCAGAT ATACGCGTTG ACATTGATTA
TACT ATTARTAGTA ATCATTACG GSTCATIAG TTCATAGLCC ATATTGEAG

121 TICc C CCGCCTGACT GACCGCCCAA CGACCCCCGL
151 COATIGACGT CAATAATORC GTATGTICCC ATAGTARCEC CAATAGGOAC TTTCCATIGA
241 CGTCAATGGG TCGAGTATTT ACGGTAAACT GLCCACTTGS CAGTACATCA AGTGTATCAT

Il RE BT

>test-_1
ACCATGTACCGGATGCAGCTGCTGAGCTGTATCGCCCTGTCTCTGGCCCTGGTCACAAAT
AGCECCCCTACCAGCAGCAGCACCAAGAAAACACAGCTGCAACTGGAACACCTCCTGCTE
GACCTGCAGATGATCCTGAACGGCATCAACAACTACAAGAACCCCAAGCTGACCCGGATG
CTGACCTTCAAGTTCTACATGCCCAAGAAGGCCACCEAGC TGAAGCACCTCCAGTGCCTG
GAAGAGGAACTGAAGCCCCTGGAAGAAGTGCTGAATCTGGCCCAGAGCAAGAACTTCCAC
CTGAGGCCTAGGGACCTGATCAGCAACATCAACGTGATCGTGCTGGAACTGAAAGGCAGC
GAGACAACCTTCATGTGCGAGTACGCCGACGAGACAGCTACCATCGTGEAATTTCTGAAC
CGGTGGATCACCTTCTGCCAGAGCATCATCAGCACCCTGACCTGA
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