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Software > 7500 V2.0FF B#ft. #AERE/FEFAdvanced Setupl = 1 .
BRINHE A Setup T~ AIExperiment Properties A

HMINSLIEZ R (Experiment Name)

How do you want to identify this experiment?

* Experiment Name: |Unhtlad

Barcode (Optional). |

User Name (Optional): |

Comments (Optional).
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Which instrument are you using to run the experiment?

[ ~ 7500 (96 Wells) l [ 7500 Fast (96 Wells)

Setup, run, and analyze an experiment using a 4- or 5-color, 96-well system

ESLIG ARG, %IFQuantitation-Standard Curve

[ + Quantitation - Standard Curve ] [ Quantitation - Relative Standard Curve ] I ‘Quantitation - Comparative C1 (AACT) ]

[ Melt Curve ] [ Genotyping ] I Presence/Absence ]

Use standards to determine the absolute quantity of target nucleic acid sequence in samples

IEFEXFIFE

Which reagents do you want to use to detect the target sequence?

[ +/ TagMan® Reagents ] [ SYBR® Green Reagents ] [ Other ]

The PCR readtions contain primers designed to amplify the target sequence and a Taghlan® probe designed to detect amplification of the target sequence.
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Which ramp speed do you want to use in the instrument run?

[ -/ Standard (~ 2 hours to complete a run) ] [ Fast (~ 40 minutes to complete a run)

For optimal results with the standard ramp speed, Applied Biosystems recommends using standard reagents for your PCR reactions

HEN Setup Y Plate Setup FH, #wiEEE (Target) KA (Sample):

Applied Biosystems™ 7300/7500 & %l/stA1Z& PCR X
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File Edit Instrument Analysis Tools Help

[E] New Experiment - (55 Open.. [ Save - L Close ‘J_‘l Send Experiment to Instrument E Download Experiment from Instrument..  5® Export. - ) Print Report...

Expeniment Menu < | Experiment: Untitled 1

Reagents: TagMan® Reagents START RUN ] @

Type: Standard Curve

Define Targets and Samples ] Assign Targets and Sarnples 1
3.1 I 3z

@ instructions. Dafine ha trgets to quantiy and h1a Sampies to 65t in the reacton plate.

Define Samples

| Add New Target | Add Saved Target | Save Target | Delete Target ‘

| Add New Sample | Add Saved Sample | 2

Reporter Quencher Color | | sample Name

Experiment Properties
P Define Targets
Plate Setup
b= thod T
(R | Target name
‘Targeﬁ

|EFAM viNFQ—MGEI v-l vl |sample 1

Define Biological Replicate Groups

a Instructions:  For each biological replicate group in the reaction plate, click Add Biological Group, then define the biological group.

| Add Biological Group | ©

[ Biological Group Name

Color Commenis

| Assign Targets and Samples |

3.1

# [ Define Targets and Samples | g i ch iy 2 26 B J A% . il A LMo Toroet [ s sy

#, FH7ETarget Namesh miEEE & FR, ReporterflQuencherdiZ1¥rfRic RIS
ERARERER . FFQuencherdii#E, MREMGBIREr, HIEENFQ-MGB; 4
RETAMRARRET, BERFETAMRA; MMREZHMFEARIERAZERER (BHQ),

1H1%ENone,

Define Targets and Samples T Assign Targets and Samples ]

Define Targets

ﬂ Instructions: Define the targets to quantify and the samples to test in the reaction plate.

oomesmes

|| Add New Target l Add Saved Target | Save Target | Delete Target | |

||_ Add New Sample LMdSa\tedSample | 3 |

! Target Name

|caPDH

Reporter
| IFAM

Quencher Color | Sample Name Color I
- | o
V]NF{}MGB v[ v [sample 1 | I v
NFQ-MGB
None

A AR E iR 2 B E R M EE #ITRE (Save Target) iz (Delete

Target) . FIH

paaien Sampe | MARRORER, FEARIERER AR,

3.2

g Assion Targets and Samples | s i ch gt (7 4% B AR AU HERS . 1B BURR 88 6 3% 6 2 L itk

FERNFL, REAEAMNERRER, FERE Task EIFHEEIZRNFLAIHEE
(S KFAEMZRIER, URTARIEFR, NKRBIESR).
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Experiment Menu < | Experiment. Untitled | Type: Standard Reagents. TagMan® Reagents | SrARToum @
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o 5ol up standandss Cick “Define snd Sil Up Standards ™
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43 % B2 2 3 4 5 3 7 [ ] 10 1 12
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Assign sample(s) to the selected wells.
Assign Samphe
= I Sample 1
o
G EER Ll
E
Asgign Biglugical Group E
[
H
ROX L
p . weiis: [1] 3 Unknown [ 0 Standars [1] 0 Negatve Contol 93 Empty
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wERERLZ: FRARGRESERIEERNTL (—REAT, BIMHERE=

MNEIFL), MEEEMBER, FETaskidiHiktFES, FARKEQuantityFiANIEN
H. BRERERE, TRiFEREZEMRERINRE CGEVGKESTMHE).

Assign target(s) to the selected wells.

Assign

Target
Target 1

Task

#£Setup TAYRuN Method REH, RER M &% .

] Mew Experiment = .5 Open... b Save - . Close 49 Exporl. = & Print Report...

Experiment Menu «

Experiment: Untitled

library.

Type: Standard Curve  Reagents: TagMan® Reagents ﬂ_).)

Review the reaction volume and the thermal profile for the default run method. If needed, edit the default run method or select a run method from the

P R R

|Graphical View| Tabular \View ]

Reaction Vodume Per Well

L1
Legend

i
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£
ED&IL&I Collection On Data Collection Off & AutoDelta On & AutoDelta Off ‘
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Export Data [X
1 Select the type of dala  export seledt whether separate files, then enter expor (Opbonal) Click "Cr tochange
the export format and 1o &xport. Click 1o export your data L7
Export Properties T Custorrize Export ]
[0 Sample Satup [7] Results
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