iontorrent QUICK REFERENCE

Genexus™ Integrated Sequencer
Catalog Number A45727
Pub. No. MANO0O17912 Rev. G.0

Note: For safety and biohazard guidelines, see the “Safety”

o . . ™ reate a new sampl
appendix in the following product documentation: Genexus Create a new sample

Integrated Sequencer User Guide (Pub. No. MANO017910). 1. In the menu bar, click Samples » Create Sample.

Read the Safety Data Sheets (SDSs) and follow the handling

instructions. Wear appropriate protective eyewear, clothing, and 2. In the Samples/Create Sample screen, enter a name for the
gloves. sample, select an Application Category, then complete the

™ ™ ) required fields, and optional fields if needed.
The lon Torrent Genexus Integrated Sequencer integrates

library preparation, templating, sequencing, and data analysis * In the Tags field, enter a full or partial tag name of
into a single-instrument automated run. For more information at least 3 characters, then f]elect onle or more tags of
on creating assays, adding or importing samples and library interest to assign a tag to the sample.

batches, creating plans for Sample to Result, Library to Result, * [Ifthe tag that you want to assign to the sample does not
and BAM to Result runs, and analyzing data, see the Genexus exist in the software, a manager-or administrator-level
Integrated Sequencer User Guide (Pub. No. MAN0017910), the user catln emi’; anew tﬁ n;me in thle Tags field to create
Genexus Software 6.8 User Guide (Pub. No. MAN0026409), or anewtag and assign it to the sample.
the software help system. This quick reference assumes familiarity The fields for sample attributes change based on the
with Genexus Software and the Genexus Integrated Sequencer, Application Category. Attributes identified with a red
and is intended for experienced users. asterisk (*) are required.
If you select Other as the Sample Type, you must enter
Create an ASSAY ... e e e 1 a name for the custom Samp|e type in the text box that is
Enter or import samples 1 shown. For example, enter Nasopharyngeal Swab.
Planarun ... ... e 2 Sample Type *
Loadthesampleplate ........... .. .. .. ... .. .... 3
Other v % | Nasopharyngeal Swab '
Load the sequencerand startarun .................. 3
Review dataandresults . ............ ... ... ... ... 7
Limited product warranty . ..............ccoeuunn.n.. 8 3. Click Save.

The new sample is listed in the Manage Samples screen
and is available to use in a run plan.

Create an assay

For information on how to create and manage assays in Genexus™ Import samples
Software, see the Genexus™ Software 6.8 User Guide (Pub. No.
MANO0026409), or the software help system. If you are using

a system-installed assay without change, proceed to “Enter or
import samples”.

Sample data files can be used to capture, manage, and edit
sample data. You can import sample data files in the following
formats: TXT, XLS, XLSX, or CSV. For a list of the sample
attributes that are included in the import file, and for information
about downloading a Microsoft  Excel example file to create an
E . | import file, see the Genexus  Software 6.8 User Guide (Pub. No.
nter or Import samples MANO0026409), or the software help system.

Before planning any type of run in Genexus™ Software, you must

first enter samples in the software to assign sample names and 1. In the menu bar, click Samples » Create Sample.
provide other information. Alternatively, you can import sample
information from a data file. 2. Inthe Create Sample screen, click the Multiple

. . o ) (.xlIs, .csv, .tsv) tab.
Note: For information about preparing library batches for Library

to Result runs, see the Genexus" Software 6.8 User Guide (Pub. 3.

In the Application Category dropdown list, select the
No. MAN0026409), or the software help system.

application category for the samples.
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4. Choose one of two options.

Option Description ‘
Download a
template file, then
edit it to create a
new file.

Upload the edited file using the Browse
button.

Note: When you select Other as the
Application Category, you must enter text
in the Application Category text box, then
click anywhere in the screen in order for the
template file to be available.

Upload the sample a. Click Browse.

data from an b. Navigate to the file, then click Open.
existing file. . . ]
The data contained in the file populate the
table in the screen.

5. Edit the sample table and data, if needed.

6. Select the checkbox in the row for each sample to create. To
select all samples, select the checkbox in the column header
row.

IMPORTANT! The information for samples that are not
selected is not retained by the software. Ensure that you
select the checkbox for every sample you intend to create.

7. Click Save.

You can place the pointer over (¥) (alert) to view more
information if needed.

The new samples are listed in the Manage Samples screen and
are available to assign to a run plan.

Plan a run
You can create run plans for four types of runs:
e Sample to Result e Library to Result

¢ Nucleic Acid to Result e BAM to Result

For information on how to set up a run plan for a Sample to Result
run for a given sample type, see the Genexus”™ Purification System
User Guide (Pub. No. MAN0018475), the Genexus™ Software 6.8

User Guide (Pub. No. MAN0026409), or the software help system.

For information on how to set up a run plan for a Library to Result
or BAM to Result run, see the Genexus" Software 6.8 User Guide,
or the software help system.

Plan a Nucleic Acid to Result run

1. Inthe menu bar, click Runs » Nucleic Acid to Result.

Note: Alternatively, you can click + Nucleic Acid to Result
in the Runs / Manage Runs screen.

2. In the Setup step, enter or make the following selections.
a. Inthe Plan section, enter a unique name.

The name is limited to 50 characters and no spaces are
allowed.

b. (Optional) In the Reporting (Optional) section, ensure
that Generate Report is enabled to generate a variant
report using the default report template.

c. Click Next.

3. Inthe Assays step, select one or more assays that you want
to include in the run.

a. Use the Y (Filter) tools in table column headings to
find assays of interest, if desired.

b. Inthe Research Application column for the assay of
interest, select one or more research applications, such
as DNA and Fusions or DNA, to include the research
application for the assay in the run plan.

After you select an assay and the research application
for the assay, the list is filtered to show compatible
assays that can be selected and run at the same time.

c. If more assays are included in the run, repeat
substep 3b for each extra assay.

d. Click Next.

4. In the Samples step, select the samples that you want to
run with each research application of each assay.

a. Select the checkbox next to each sample that you
want to assign to the research application of an assay,
then in the Selected Assays pane, for the assay
and research application that you want to use for the
selected samples, click Assign.

b. If you selected more than one research application or
assay, repeat substep 4a for each research application
for each assay in the run plan.

c. If needed, edit samples in one of the following ways.

¢ (Click View & Remove, make the selections, then
click Update.

¢ Click Remove All, to remove all sample
assignments for all assays.

d. Click Next.

5. In the Sample Plate step, review position assignments in
the sample plate. Drag-and-drop samples and no-template
controls to edit the location of samples and controls, if
applicable.

a. If desired, enter the extraction kit barcode for one or
more samples or controls. For a single sample, in the
row of the sample of interest, in the Kit Barcodes
column, enter the extraction kit barcode or control kit
barcode, if applicable. For multiple samples or controls,
select the samples and controls, then click [ Assign
Kit Barcodes. In the Assign Kit Barcodes dialog box,
enter the extraction kit barcode for the samples, and
if applicable, enter the barcode for the no-template
control.

b. Modify the concentration of samples, if needed. For a
single sample, in the row of the sample of interest, in
the Conc. (ng/pl) column, edit the concentration.

c. Ensure that sample plate information is correct, then
click Next.

6. In the Review step, review the run plan summary, then click
Save & Print to print the run setup guide, if desired. Click
Save to save the run without printing.

After saving, the run appears in the Manage Runs screen in
the run list with the name you specified.

After you select the run and load the sequencer, the run is started
on the sequencer screen.
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Load the sample plate

Before starting a Nucleic Acid to Result run on the instrument,
you must quantify and dilute the samples, if needed, then load
the sample plate. For information on loading sample libraries in
a Library to Result run, see the Genexus™ Integrated Sequencer
User Guide (Pub. No. MANO017910).

Dilute or concentrate the samples, if needed, then load
the sample plate—Nucleic Acid to Result run

Isolate DNA and RNA samples using one of the procedures and
kits that are recommended in the Genexus Integrated Sequencer
User Guide (Pub. No. MAN0017910).

Nucleic acid samples with concentrations up to 1,024X of the
target concentration for an assay (displayed as default values

in the Sample Plate step screen in run planning) are in range

for automated dilution and require no manual dilution. Enter the
concentrations during run planning at the Sample Plate step (see
step 5 on page 2).

Note: If desired, manually dilute samples to the required
concentration to avoid loss of sample due to the required volume
overages during automated dilution.

1. For samples with concentrations that are out of range
for automated dilution, manually dilute the sample with
nuclease-free water, or concentrate the sample to a
concentration <1,024X of the target concentration for an
assay that specifies 4 reactions/library strip, or to <40X for
an assay that specifies 6 reactions/library strip. For samples
that are in range, go to step 2.

<0.04 ng/uL Concentrate the sample to greater than
or equal to the target concentration.

>0.04 ng/uL, but
less than the target
concentration

Run is allowed but sample
concentration may not be optimal for
library preparation. Concentrate the
sample to greater than or equal to the
target concentration.

<1,024X of the
target concentration
(4 reactions)

No manual dilution is necessary.

The sequencer dilutes the sample to
the target concentration automatically
during the run.

>1,024X of the
target concentration
(4 reactions)

Manually dilute to the target
concentration based on assay type,
or to a concentration in range for
automated dilution by the sequencer.

<40X of the
target concentration
(6 reactions)

No manual dilution is necessary.

The sequencer dilutes the sample to
the target concentration automatically
during the run.

>40X of the
target concentration
(6 reactions)

Manually dilute to the target
concentration based on assay type,
or to a concentration in range for

automated dilution by the sequencer.

Note:
. For samples with less than the minimum required volume,
manually dilute an aliquot to the target concentration and
minimum required volume.
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. If you enter a concentration <0.04 ng/uL or >
10,000 ng/uL, a warning that the concentration is out of
range appears, and you are not allowed to proceed to the
next step.

. If the concentration is <10,000 ng/pL, but >1,024X of the
target concentration, you can proceed, but because the
instrument cannot dilute samples more than 1,024-fold,
the diluted sample concentration will be greater than the
target concentration.

2. Add samples and controls, if used, to the sample plate at
the volume and positions that are specified in the run setup
guide.

The sample volume is not adjustable and depends on
sample type, the number of primer pools in the assay, and
library chemistry. The following table also provides loading
volume.

Sample type Number of primer pools

lon AmpliSeq™ chemistry

DNA 1 15 L
DNA 2 25 L
RNA 1 15 L
RNA 2 25 pl

on AmpliSeq™ HD chemistry

DNA 1 20 pL
DNA 2 40 pL
RNA 1 20 pL

3. Seal the plate with a sheet of Adhesive PCR Plate Foils
(Thermo Fisher Scientific Cat. No. AB0626).

4. Keep the plate on ice until you are ready to load it in the
sequencer.

Load the sequencer and start a run

After you have planned a run in Genexus™ Software, use the run
setup guide provided by the software to load samples in the
sample plate, and to determine which consumables to load in the
sequencer. Follow the step-by-step instructions in the sequencer
touchscreen during run setup. The vision system of the sequencer
tracks the addition of consumables in real-time and alerts you if

a component is loaded in an incorrect position, or if an incorrect
quantity is loaded.

Before you begin

1. Remove the library and templating strips from their boxes in
the refrigerator or freezer, and ready them for loading in the
sequencer.

e Equilibrate or thaw the following reagent strips at room
temperature for 30 minutes.
— Genexus" Strip 1

— Genexus' Strip 2-AS or Genexus" Strip 2-HD,
depending on your assay. If you are delayed in
loading, keep the thawed strips on ice or at 4°C
until you load them in the sequencer.


https://www.thermofisher.com/search/results?query=AB0626&focusarea=Search%20All&scope=PDF

- Genexus' Strip 3-GX5" (or Genexus
Strip 3-GX7")

e Thaw Genexus™ Strip 4 on ice for 30 minutes. If you are
delayed in loading, keep the thawed strips on ice or at
4°C until you load them in the sequencer.

IMPORTANT! Ensure that contents of strips that are
stored frozen are completely thawed before installing in the
sequencer.

2. Remove primer pool tubes in tube carriers that are needed
for the run from the freezer, then thaw for at least 30 minutes
on ice. After thawing, gently tap the primer pool tube or
tubes on a bench surface to ensure that contents are
collected at the bottom of the tubes. Keep the tubes and
carriers on ice until you load them in the sequencer.

3. If you are installing a new Genexus™ Cartridge, thaw
the cartridge at room temperature for 30 minutes before
installing in the sequencer.

4. Genexus' Strip 1, Genexus™ Strip 3-GX5™, and Genexus”
Strip 3-GX7" contain magnetic beads in one or two
positions, yellow or brown in color, that sometimes get
trapped in the upper "keyhole" of the tube. Dislodge these
beads from the keyhole before installing the strip in the
sequencer. Use the following procedure for each strip.

a. Invert the strip 3-4 times to dislodge beads that are
trapped in the keyholes.

b. To remove any remaining beads and liquid from the
keyholes, grasp the strip at one end with the strip
seal facing up, then swing the strip with a rapid and
downward centrifugal arm motion, ending with a sharp
wrist-flick.

c. Grasp the strip at the other end, then repeat the
centrifugal motion.

d. Check tube positions for any remaining beads that are
trapped in keyholes, then repeat the centrifugal motion,
if needed. It is acceptable if a few beads remain in the
keyhole or on the tube wall, but most should be either
in suspension or in a pellet at the bottom of the tube.

5. Inspect all the strips for large bubbles lodged under the
surface of liquid in the tubes. Gently tap the strips on a
benchtop to dislodge any bubbles without splashing the
contents onto the upper tube walls. If tapping fails to
dislodge a bubble, use the swing technique described in
substep 4b until large bubbles are dislodged.

Note: If you have a Genexus™ Strip Centrifuge Adapter, you
can vortex strips on a platform vortexer, then centrifuge
the strips using the adapter to dislodge air bubbles and
magnetic beads. For the centrifugation procedure, see
“Centrifuge library and templating reagent strips using the
Genexus™ Strip Centrifuge Adapter”.

Centrifuge library and templating reagent strips using the
Genexus™ Strip Centrifuge Adapter

Note: The Genexus Strip Centrifuge Adapter can also be used to
centrifuge Genexus Primer Pool Tubes.

You can use the Genexus Strip Centrifuge Adapter as a holder
for centrifuging library and templating strips to collect contents

in the bottom of strip wells after vortexing the strips. Users can
contact Technical Support or a Thermo Fisher Scientific Field
Service Engineer and request this part (Part No. A53852). Use

of the adapter requires a centrifuge with buckets that support the
height of the adapter at 44 mm so that buckets swing freely in
the centrifuge rotor when loaded with strips. To use the Genexus
Strip Centrifuge Adapter, follow these steps.

1. After thawing, vortex each strip at maximum speed for 5-10
seconds while rocking the strip from side to side.

2. Load the strips in the adapters in a balanced orientation,
then place each adapter loaded with strips in the centrifuge.
The centrifuge buckets must support the height of the
adapters loaded with strips.

3. Centrifuge the strips at 300 x g for 15 seconds.

4. Remove strips from the adapters, then inspect the strips to
ensure that contents have been collected and air bubbles
are not present.

5. If brown magnetic beads are still visible in the tube keyhole
near the foil seal, invert the strip to resuspend the contents,
then repeat step 3.

Note: It is not necessary to dislodge all the beads trapped in
a keyhole—dislodging most beads is sufficient.

6. Repeat step 1 through step 4, if needed, for the remaining
library and templating strips to be loaded in the sequencer.

7. After centrifugation, keep each strip on ice or 4°C until you
are ready to load the strips in the sequencer.

Fill Genexus™ Primer Pool Tubes (custom assays only)

If you are using a custom assay, Genexus " Primer Pool Tubes
must be manually filled with the custom lon AmpIiSeqm or lon
AmpIiSeqm HD panels at the appropriate volume and in the
correct primer pool tube positions. For lon AmpIiSeqm library
panels, use one carrier per DNA or RNA assay primer pool. The
two positions in the primer pool tube carrier are designated as
shown in the following figure:

@ Position 1 tube: Contqimns lon AmpIiSqu DNA, lon AmpIiSqu
RNA, or lon AmpliSeq HD FWD primer pool

® Position 2 tube: Contains lon AmpIiSqu HD REV primer pool
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1. Add primer pool at the indicated volume, appropriate to

your assay type, to the Genexus' Primer Pool Tubes using Load the sequencer and start a run

the following tables as a guide. Fill the number of tubes

specified by the run plan summary. 1. Tap Run on the sequencer home screen to start the loading
procedure.

lon AmpliSeq™ DNA assays

Volume | Volume

Number
of
reactions

Barcode kit

chlp concentration | configuration

GX5™ 2X 32 4 140 pL —
Chip

2X 48 6 168 pL —
GX7™ 2X 32 4 168 pL —
Chip

2X 48 6 168 pL —

lon AmpliSeq™ RNA assays

Volume | Volume

Number
of
reactions

in in
position | position
1

Barcode kit

e concentration | configuration

GX5™ 5X 32 75 L — 2. In the Run Selection screen, select the run that you want to
Chip use from the list.
5X 48 88.5 pL — )
Note: If you select a run that requires more lanes than are
GX7™ 5X 32 88.5 pL - available on a currently installed chip, a dialog box appears
Chip 5X 48 88.5 LL giving you the option to install a new chip, or cancel. If you
o H — proceed with a new chip, a post-chip clean is performed,

then the sequencer prompts you to perform the followin
lon AmpliSeq™ HD assays steps: q P pisy P 9

Pri It c trati Volume in | Volume in . Clear Deck . Clear Sequencing
rimer pool type oncentration et | sesien e " OV Cloan Remgents

. Load Sequencing
lon AmpliSeq™ HD 50 L - Load Deck Reagents
FWD
lon AmpliSeq™ HD 10X — 50 pL 3. In the Review Run screen, confirm the run selections, then
REV tap Next.

The deck door opens automatically.
IMPORTANT!
. If you are using lon AmpliSeq™ library chemistry, leave the
tube that is in position 2 empty and uncapped, but do
not remove the tube from the carrier before loading in the
sequencer. Do not add a second lon AmpliSeq” primer
pool to the position 2 tube.

. If you are using lon AmpliSeq™ HD library chemistry, add
the FWD and REV primer pools to the appropriate tubes
in the same carrier.

Ensure that no bubbles are introduced at the bottom of
the tube when adding the primer pool.

2. If you do not install the primer pool tube carriers in the
sequencer immediately, cap the tubes that contain primer
pools, then store the tube carriers on ice. Remember to
uncap all tubes before installing.
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4.

In the Load Deck screen, the sequencer instructs you step
by step to load each required consumable in a highlighted
position on the deck. The sequencer detects the loading
of each consumable in real time and advances to the next
component automatically.

IMPORTANT!

. Ensure that you remove the primer pool tube cap or caps
before installing the tube carrier on the deck.

Ensure that you load the correct type of barcode plate
and library strip 2 for the type of run you are setting up.
The sequencer displays a warning if you have installed
consumables that are incompatible with the run you have
selected, for example, a Genexus" Barcodes AS plate or
Genexus™ Strip 2-AS in an HD run.

Ensure that you remove the lids from all the boxes

of Genexus” Pipette Tips before you load the boxes

in the sequencer. The sequencer vision system cannot
distinguish tip boxes with lids from boxes without lids.
After removing the tip box lid, visually inspect tip boxes to
ensure that all tips are seated level in the tip rack before
and after placing on the instrument deck. If a bent or
damaged tip is suspected, replace the tip box with a new
tip box. Re-racking of tips from partially used boxes is not
supported and can cause some tips to seat at an angle,
which can affect run performance.

Ensure that all tip boxes sit level on the deck by visually
inspecting all boxes across the tip station. Reseat the
boxes before starting the run, if needed.

Do not use third-party pipette tips or re-rack third-party
tips into used Genexus" Pipette Tips boxes. Use of third-
party tips can result in sequencing run failure.

Load instrument plates, including the PCR plate, barcode

.

.

.

plate, enrichment plate, and sample plate, into position by

pressing down firmly and evenly on all sides and corners
of each plate.

If prompted, insert a new GX5™ Chip and Genexus™ Coupler.
Insert the chip into the chip install slot with the chip notch
oriented down and toward the front of the instrument.

@ Notched corner of chip

IMPORTANT! Insert the Genexus™ Coupler so that it is
level to properly align with the GX5™ Chip. A coupler that is
installed at an angle or is not level will not align properly to
the chip and can result in a failed run.

When the deck consumables have been loaded, lock the
library and templating strips in place by sliding the latches
toward the rear of the deck.

If a chip is detected and the strip latches are closed, the
Close Deck Door screen appears.

7. Close the deck door, then tap Next.

¢ [f you installed a new chip in the sequencer, the
sequencer prompts you to open the sequencing
reagents bay doors to empty the waste and remove
used sequencing reagents bay consumables. Proceed
to step 8.

e |f you are using a chip that was previously installed and
has sufficient lane capacity for the run, the sequencer
prompts you to start the run.

IMPORTANT! The cartridge and bottles in the sequencing
reagents bay must be replaced every time that a new chip
is installed, regardless of how many lanes were used in the
previous chip.

Follow on-screen instructions to empty the waste in the
Waste carboy, remove waste pipette tips, remove the used
Genexus™ Bottle 1, Genexus ™ Bottle 2, Genexus™ Bottle 3,
and Genexus™ Cartridge, then tap Next.

IMPORTANT!

. Ensure that you empty and replace the Waste carboy and
the waste pipette tip bin.

. After replacing the emptied Waste carboy, ensure that
you reinsert the waste tube into the carboy.

. Follow all applicable local, state/provincial, and/or
national regulations when recycling or disposing of
consumables and liquid waste.

Install a new Genexus' Bottle 1, Genexus™ Bottle 2 (two
required), Genexus ™ Bottle 3, and Genexus™ Cartridge.

IMPORTANT!

. Before installing, gently invert each Genexus™ Bottle 2
five times to mix—avoid vigorous mixing. Inspect the
plastic nozzles for any pinches or deformations. To avoid
pinching or folding of the plastic nozzle, install the bottles
straight-on, not at an angle.

. The installed reagents can be used for up to 14 days on
the sequencer with full performance. After 14 days, you
may observe reduced performance.

After reagents have been installed, the Close Sequencing
Reagent Bay Door screen appears.

Close the sequencing reagents bay doors.

After the doors are closed, the sequencer automatically
starts the run.

At the beginning of the run, the instrument chip coupler
check verifies the chip, checks for leaks, then calculates run
time.

A sequencing run encompasses the following stages:
1. Starting 5. Pre-sequencing
2. Initializing 6. Sequencing

3. Library Prep 7. Cleaning

4. Templating

At each stage, the instrument shows the time remaining on
the touchscreen.
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When the run finishes, the sequencer displays the Run
Complete screen.

Clear the instrument deck and perform a UV Clean

After a run completes, remove used consumables from the deck
and perform a UV Clean to ready the instrument for the next run.

1. In the Run Complete screen, tap Next to start removal of
used consumables.

The deck door opens.

2. Inthe Clear Deck screen, the sequencer provides
step-by-step instructions by highlighting the components to
be removed. Unlock the library and templating strips by
sliding the latches toward the front of the deck, then remove
the used strips. Remove the remaining deck components
specified by the sequencer.
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3. Inspect the Genexus" Filter in the liquid waste disposal port
and verify that no standing liquid is present. If standing liquid
is present, manually remove the liquid with a pipette, then
pull out the filter. Test the filter with water to determine if a
clog is present.

 Ifthe Genexus" Filter is clogged, replace it with a new
filter. For more information, see "Replace the Genexus™
Filter" in the Genexus™ Integrated Sequencer User Guide
(Pub. No. MAN0017910).

 Ifthe Genexus" Filter does not appear to be clogged, a
line clog downstream of the filter is implicated. Contact
Technical Support and report a possible deck liquid
waste line clog.

4. When finished, close the deck door, then tap Next.
A two-minute UV Clean starts.

5. After UV cleaning, if all the chip lanes were used, the
sequencing reagents bay doors unlock. Open the doors,

remove used components from the bay and empty the
Waste carboy, then tap Next.

IMPORTANT! Do not discard or remove the conical
bottles, unless alerted by the sequencer to replace the
bottles after a conical bottle flow rate test. For more
information, see the Genexus™ Integrated Sequencer User
Guide.

IMPORTANT! Follow all applicable local, state/provincial,
and/or national regulations when recycling or disposing of
Genexus" Integrated Sequencer consumables and liquid
waste.

A CAUTION! The Genexus™ Bottle 1 (small waste
bottle) contains small amounts of formamide.
Dispose of this waste appropriately.

/\ MISE EN GARDE ! Le Genexus™ Bottle 1
(petit flacon de récupération de déchets) contient
de petites quantités de formamide. Eliminez ces
déchets de fagon appropriée.

6. After removal of used components, close the sequencing
reagents bay doors, then tap Next.

The sequencer returns to the home screen.

Review data and results

You can review run results and data analysis and perform data
management tasks in the Results menu. For more information,
see the Genexus" Integrated Sequencer User Guide (Pub. No.
MANO0017910), the Genexus™ Software 6.8 User Guide (Pub. No.
MANO0026409), or the software help system.
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* Removed guidance for preparing library batches and planning Library to Result and BAM to Result runs. Users referred
to other user guides for this information to streamline the quick reference.
D.0 9 November 2021 Updated for Genexus Software 6.6
e Changed the recommended concentration for manually prepared libraries from 125 pM to 200 pM.
C.0 29 October 2020 e Updated "Load the sequencer and start a run" to align with changes in Rev. C.0 of the Genexus ™ Integrated Sequencer
User Guide.
B.0 30 June 2020 Updated for Genexus~ Software 6.2
A.0 11 November 2019 New Genexus Integrated Sequencer quick reference
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